logo

NTDB id 389149 F6X58 RS02950
NTDB id 1206 C694 RS04180 WP
consensus

logo

NTDB id 389149 F6X58 RS02950
NTDB id 1206 C694 RS04180 WP
consensus

logo

NTDB id 389149 F6X58 RS02950
NTDB id 1206 C694 RS04180 WP
consensus

logo

NTDB id 389149 F6X58 RS02950
NTDB id 1206 C694 RS04180 WP
consensus

logo

NTDB id 389149 F6X58 RS02950
NTDB id 1206 C694 RS04180 WP
consensus

logo

NTDB id 389149 F6X58 RS02950
NTDB id 1206 C694 RS04180 WP
consensus

logo

NTDB id 389149 F6X58 RS02950
NTDB id 1206 C694 RS04180 WP
consensus

WP 139454107.

000774319.1

WP 139454107.

000774319.1

WP 139454107.

000774319.1

WP 139454107.

000774319.1

WP 139454107.

000774319.1

WP 139454107.

000774319.1

WP 139454107.

000774319.1

il
N
e

1

Il

AD\. X
izl

** !

.

@WWHMMMW%WMM%%MWW

P GVYQYFDIRGNL.LY GKAKNLKWNRIKSYFIINZEY PNNEIRANAKUSSETHHINAFIIT TN S|
P GVYQYFDLLY GKAKNLKISRIKSYFERSY Ni HRARISRNAMUMIK Q T Th LVEN
] RN ]

* [ T O T T O A x%x kx| | rrrrr 1 x xx |1
F
L

T QK
JBAP VIQKK
I

Wm&mWhW%WHMK&Q
i

i
|*

LAY

DALILENSRIKQLISIPKYNILLRDDKTYPYIY DiBya FPil INITRKI KIN J§ KYFGPF|@YGAK
DALILENSLIKQL PKYNILLRDDKTYPYIY DigS§l FPiSg®TITRKI KQPG KYFGPFTSGAK

rrrrrrnd ER [ III***

1o N e m&%ﬁKEM sl

IRIC FYQIJQRCK PCEIMKI K0 YEEIIQK.TYA PLS|® LEN KMLEYAK WEN EEAAQTR Q
IKA FYQIIMRCK PCENKI K LKAKECLEM R)® LE® ERLSN
I kkok Ix1 111 [ II*! * | | * I* !*! [ | |

LR EEALIYR
* 111

0 LAY e Ve sty %M% H MN%M
i!?%g*ﬁﬁiﬁfﬁ‘ém ﬁé’!ﬁ‘éﬂﬁééf: EHﬂéi X*ﬁ S‘SEE i !2 .E
&G%&NH%%KWﬂKl%AMH& H@ﬁ%@YEF
RS B E ok L !Eéi‘%gﬁi%‘éﬁéﬁmﬁili R

L L
oioaiticys By SRR s B R

K L TR * 1 11

-

ﬁHMWMHWD lM

E LT RALBF PPP) LWVIDGGSTL AN
E LT RALD P NLWVIDGGRAQ AL

Ikl Ixl 1 [

St K A el EDK&{QMMRDEXHREA i TK K Q%ikl

(¢ AN\ ATSKEKMDEKAYR G A K IAGQNNLLPIADK LQ QKLRDERHR AINFHQN SSKIH IQL
¢ SF) AISKEKR S AYRSK 9 TRHPSDTFK|H SDK LQ QKLRDEBJHR AINFHRS IAL KEK

| Pkksk 111111 [ II!**!* ||| [ R A | I

7
80

157
160

234
240

314
318

393
398

473
478

553
558



logo

S@A@KKHDY it
NTDB id 389149 F6X58 RS02950 WP 139454107.1 G I e

IALDY GSF 8T
NTDB id 1206 C694 RS04180 WP 000774319.1 LDY GSF AI

consensus !! ! *" IR

e T I
ggFE LKL SNVIT 597

EQEKNAMLKKEI........ 594
[ | * * ok ok ok ok ok ok ok ok

X non conserved
B similar
>50% conserved



