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NTDB id 381 SMU RS09890 WP 002262650.1 7
NTDB id 539 SM12261 RS09395 WP 000681587.1 . ANNSTITQTAYKNENSTTQAVNKVKDAVVSVIT 7
NTDB id 256 KZH43 RS10270 WP 000681597.1 LKTFYKKWFQLLVVIVISFFSGALGSFSI ANNSTITQTAYKNENSTTQAVNKVKDAVVSVIT 7
NTDB id 215 SPD RS10945 WP 000681597.1 NLKTFYKKWFQLLVVIVISFFSGALGSFSI ANNSTITQTAYKNENSTTQAVNKVKDAVVSVIT 7
NTDB id 181 SPR RS10425 WP 000681597.1 . ANNSTITQTAYKNENSTTQAVNKVKDAVVSVIT 7
NTDB id 145 SP RS11450 WP 000681597.1 ANNSTITQTAYKNENSTTQAVNKVKDAVVSVIT 7
NTDB id 389015 LPB220 RS10725 WP 023920001.1 79
NTDB id 425 SGO RS10525 WP 012131081.1 78
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NTDB id 381 SMU RS09890 WP 002262650.1 157
NTDB id 539 SM12261 RS09395 WP 000681587.1 152
NTDB id 256 KZH43 RS10270 WP 000681597.1 152
NTDB id 215 SPD RS10945 WP 000681597.1 152
NTDB id 181 SPR RS10425 WP 000681597.1 152
NTDB id 145 SP RS11450 WP 000681597.1 152
NTDB id 389015 LPB220 RS10725 WP 023920001.1 Gi EEDEIN I SSEGSGVIYKKEK{AY VTNIWHVINGAKVDIML DGIJKVPGE VG Dfj SD 152
NTDB id 425 SGO RS10525 WP 012131081.1 GNENDQ 153
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NTDB id 381 SMU RS09890 WP 002262650.1 AV KISSQ(VTTVAEF S|jK VGEAIAIGSPLGS YAN VT GIVSSLERMV BINNE G QISTNAIQTDEIAINPG 237
NTDB id 539 SM12261 RS09395 WP 000681587.1 TAVVKISSEKVTITVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINP Gy
NTDB id 256 KZH43 RS10270 WP 000681597.1 TAVVKISSEKVTTVAEFGDSSKLTVGETATIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINP Gy
NTDB id 215 SPD RS10945 WP 000681597.1 TAVVKISSEKVTITVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPG 232
NTDB id 181 SPR RS10425 WP 000681597.1 TAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINP Gy
NTDB id 145 SP RS11450 WP 000681597.1 TAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPG 232
NTDB id 389015 LPB220 RS10725 WP 023920001.1 232
NTDB id 425 SGO RS10525 WP 012131081.1 233
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NTDB id 381 SMU RS09890 WP 002262650.1 317
NTDB id 539 SM12261 RS09395 WP 000681587.1 SN T NBAGGTSVEGLGFATIPANDAINIIEQLEKNGKVTRPALGIQMVNLSN 308
NTDB id 256 KZH43 RS10270 WP 000681597.1 SN T NENGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSN 308
NTDB id 215 SPD RS10945 WP 000681597.1 .. MAGGTSVEGLGFAIPANDAINITEQLEKNGKVTRPALGIQMVNLSN 308
NTDB id 181 SPR RS10425 WP 000681597.1 SN T NENGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSN 308
NTDB id 145 SP RS11450 WP 000681597.1 .. MNGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSN 308
NTDB id 389015 LPB220 RS10725 WP 023920001.1 BN NMNGNTSVEG GFAIPAND|j NIIJHQLESGKVJRPALGIQM 'LSN 308
NTDB id 425 SGO RS10525 WP 012131081.1 BAGRITSVEG GFAIP ND\Y NIIEQLEKNGKVRPALGIQMVNLS 311
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