
logo MF
I
K
NI FKRRLNTAKEWGMI

V
A
LLSTAVF ICLAVWMDLKTPEYLMSDNITTLLAQKTEKGTKTAVSDIMDPGSKMLLMFSFGSFFLMAVFLVGFLAS

NTDB id 389008 LPB220 RS08825 WP 150906480.1 MINIFRRLTAKEWGMIALSTVFICLAVWMDLKTPEYLSDITTLLAKEGTKVSDIMDPGSKMLLFSFGSFLMAVFVGFLAS 80
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
consensus ! !!*!! !!!!!!* !!! !!!!!!!!!!!!!!!*! !!!!! !! !!!!!!!!!!!*!!!!!! !!! !!!!!!

logo RTVAASFTTRLRGSDE I FHNQRVMDYSDEAE IKKFS IVPSLLTRTTNDLTQLQIMIVMGMQVVTRGP IMAI
VWALTKIWGKSDSAEWTGTAS

NTDB id 389008 LPB220 RS08825 WP 150906480.1 RVAASFTTRLRGEIFHQVMDYSDAEIKKFSVPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAIWALTKIWGKSSAWTTS 160
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
consensus ! !!!!!!!!! *!!* !!!!!*!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!! !!

logo VGI
VAVL IMVFL I LMLSVLMVFL IVAFPRQQRKQVQGSLTDALNASTTRESLTGVRVVRAYNAEADYQDNETKFKQARENKGNLTKRLNLFLVYRLMSL

NTDB id 389008 LPB220 RS08825 WP 150906480.1 VGIAVLMVLILLSVLVLIAFPRQQKVQGLTDALNATTRESLTGVRVVRAYNAEAYQNEKFQAENKGLTRLNLFVYRLMSL 240
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
consensus !!*!!!*! !*!!!!* *!!!!! !! !!!!!! !!!!!!!!!!!!!!!!!! !! !! !!! !!*!!! !!!!!!!

logo MNPVMTVVSSGLTLAIYW IGAHYL ILNDIAKI
MPKMDTPSTVKTIA

LAKSGPAI
LADR I

T
K
SVFSDMI

V
T
VFSSYAMQVVI

VGFMMMVAI FL I I LPRAL
NTDB id 389008 LPB220 RS08825 WP 150906480.1 MNPVMTVVSSGLTLAIYWIGAHLINDIAMPKDPTKILASPALADRTKVFSDMITFSSYAMQVVIGFMMMVAILIILPRAL 320
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVT.AAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRAL 319
consensus !!!!!!!!!!!!!!!!!!!!!*!*!!! *! * * ! *!*!!! !!!!!* !!!!!!!!!*!!!!!!!! !!!!!!!

logo VSAKR INEQVLALENPSSVAHFKPESEYSKAEDTNTAGQRKVGETVEFHQDVSFRYGSKRNTSRAVI EHVSTFSAKQAKGEQTVAF IGSTGSGKSTLVNL IP
NTDB id 389008 LPB220 RS08825 WP 150906480.1 VSAKRINQVLALEPSVAFPSESKETTGQVGTVEFQDVSFRYGRTSRAVIEHVTFSAQKGQTVAFIGSTGSGKSTLVNLIP 400
NTDB id 369 SMU RS04255 WP 002263293.1 VSAKRINEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIP 399
consensus !!!!!!! !!!! *!!*!* !! * ! !!!*!!!!!! * !!!!!!!!*!!! ! !!!!!!!!!!!!!!!!!!!!

logo RFYDATEGKWIKL IVDGI
V
K
NVKQDYSHDQDELNNKVGYIPQKRAVLFSGTIRSNI

M
A
EFGEQSDSQAGKPLDEDAEAKIWEKALELAQAKENFVAEAEKEK

NTDB id 389008 LPB220 RS08825 WP 150906480.1 RFYDATEGKILVDGVNVKDYSHQELNNKVGYIPQKAVLFSGTIRSNMEFGESSQGKLEDEAIWKALELAQAKEFVAAKEK 480
NTDB id 369 SMU RS04255 WP 002263293.1 RFYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEK 479
consensus !!!!!!!! ! *!!* ! !!!! *!!!!!!!!!!*!!!!!!!!!!!* !! ! !**!*! !! !!!!!!!! !! !!!

logo GLDTEVAQGGSTNFSGGQKRQRLAIARALARKPE I L I FDDSFSALDYKTDRI LRNQADLAKEKKLTAKDEMTTKL IVAQR I STIMDADHL I
NTDB id 389008 LPB220 RS08825 WP 150906480.1 GLDTEVAQGGSNFSGGQRQRLAIARALARKPEILIFDDSFSALDYKTDRILRQALKEKLADTTKLIVAQRISTIMDADLI 560
NTDB id 369 SMU RS04255 WP 002263293.1 GLDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHI 559
consensus !!!!!!!!!!*!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!* ! ! * !!!!!!!!!!!!!!!!*!



logo LVLDQGKVVGQGTHKELLANTNDE I
VYQE IAYSQLSKEELEHNAGK

NTDB id 389008 LPB220 RS08825 WP 150906480.1 LVLDQGKVVGQGTHKELLATNEVYQEIAYSQLSKEELEHA. 600
NTDB id 369 SMU RS04255 WP 002263293.1 LVLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK 600
consensus !!!!!!!!!!!!!!!!!!! !**!!!!!!!!!!!!!!!***
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