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NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 38833 AXYL RS31505 WP 013396947.1 ..MASVNKVILVGNLGRDPEVRYSPEGAAICNMSIATTSTWKDKASGERREETEWHRVVMYNRLAEIAGEYLKKGRSVYI 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQN.GQDRYTTEIQGD....VLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNG.. 151
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKD.GIERTAYDIVAN....EMKMLGGRNENSGGAPYEE.GYGQ........S...QEAYQRPAQQSRQP 139
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKD.GIERTAYDIVAN....EMKMLGGRNENSGGAPYDE.GYGQ........S...QEAYQRPAQQSRQP 139
NTDB id 38833 AXYL RS31505 WP 013396947.1 EGRLKTRKWQDKDTGADRYSTEVVAD....QMQMLGGREDGGGGGAS....FGG........GGGYDDAPSRPAQQRAP. 141
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQ.SGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMNVPA........QQGSWGQPQQPAKQHQP. 150
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NTDB id 1390 A4U84 RS00055 WP 021115958.1 GNATR.......PQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1103 NMB RS07590 WP 002212976.1 ASDAPSHPQEAPAAPRRQPVP.AAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 APDAPSHPQEAPAAPRRQPVP.AAAPVEDIDDDIPF 174
NTDB id 38833 AXYL RS31505 WP 013396947.1 ..AQRPAPQQR.PAPAAAPAS.SGANLADMDDDIPF 173
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ..MQQSAPQQY.SQPQY......NEPPMDFDDDIPF 177
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