
logo

MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSTEPAGPAEAPAAEA
NTDB id 38832 AXYL RS27585 WP 049797867.1 ..........................................................................MPTPAPAPAAA 11
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAGEAAE. 84
consensus **************************************************************************!!**!* *! *

logo

PAP
RVAESVASAKEPAVATPAP I SVA

P
A
E
P
TVAGAPPAEVAPAVGPAQPVAQEPAEPVAVATETAEEPHKKALGSWALASRLKQGLASKRSTRDKMAGKQS ILAGGI

VFGVGGVKQI
V
D
GEDNLFYEELE

NTDB id 38832 AXYL RS27585 WP 049797867.1 PAPVAVSAPAVATPAPISVPAPVAAPPAVPAPAPAPEPVAEAPKKASWLSRLKQGLSRT....GQSIGGIFVGVKVDENLFEELE 92
NTDB id 1118 NGFG RS11455 WP 003696286.1 ..RVESAKEAV........AETVG....EAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELE 155
consensus ***! *!!********* *!***** * * * * * **! ! !!!!!! ******* !**!*! ! * ! !*!!!!

logo

S
T
A
VL IMTAGDAMGLMEATEKYLLMKTADLVRAGRVKSKLEKGR I

L
E
KDGPANEKLVKRGTALKREQALLAYDHL ILKRPLEKRAPFLDVLKPERTKTEQPFLVI

VMI
LAGI

VNGAGKTTS IGKLAHKTY
NTDB id 38832 AXYL RS27585 WP 049797867.1 SALIMADAGLEATEKLLTALRARVKKERIEDPAKVKTALRQLLADHLRPLERAFDLKR.TQPLVVMIAGVNGAGKTTSIGKLAHT 176
NTDB id 1118 NGFG RS11455 WP 003696286.1 TVLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKY 240
consensus * !! *! !*!!!! !* *!*!! * !* ** !!* ! !***!!!** !* * ! !*!*!!*!!!!!!!!!!!!!*

logo FQARQGAKSVLLAAGDTFRAAAREQL IQAEWGGSRNNVTVI SQDTGTGDPSAAVACFDAVNQAAGKRARGI
M
D
G
I
VVLMAVDTAGRLPTQLHLMEE I

LKKI
V
K
RR

NTDB id 38832 AXYL RS27585 WP 049797867.1 FQRQGASVLLAAGDTFRAAAREQLIEWGSRNNVTVISQDGGDPAAVAFDAVNAGRARGMGVVMVDTAGRLPTQLHLMEELKKIRR 261
NTDB id 1118 NGFG RS11455 WP 003696286.1 FQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEIKKVKR 325
consensus !! !! !!!!!!!!!!!!!!!!!! !! !!!!!!!!! !!*!!!*!!!!*!**!!!* *!* !!!!!!!!!!!!!!!*!!**!

logo VI
L
G
QKADIAPAGAPHE I

V
I
L
L
VVLVDAGNI

TGQNALVANQI
V
K
RAFDADAI

L
G
NLTGL IVVTKLDGTAKGGI

TLAALVAAGSQGSDVRP I
VPVRYW

YIGVGEGS ILDEDLQRPF
NTDB id 38832 AXYL RS27585 WP 049797867.1 VIGKADAAAPHEVLLVVDGNTGQNALAQIRAFDAAINLTGLVVTKLDGTAKGGTLAAVAAGSQGVRPIPVYWIGVGESLEDLQPF 346
NTDB id 1118 NGFG RS11455 WP 003696286.1 VLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALA....SDRPVPVRYIGVGEGIDDLRPF 406
consensus !* !! **!!!!***!*!*! !!!!* !**!!! !* !!!!*!!!!!!!!!!! !!!*!**** !!*!! *!!!!! **!! !!

logo

D
VADRAEFAVDGALLADD

NTDB id 38832 AXYL RS27585 WP 049797867.1 VADEFAGALLAD 358
NTDB id 1118 NGFG RS11455 WP 003696286.1 DARAFVDALLD. 417
consensus ! ! !!! *

X non conserved

X similar

X ≥ 50% conserved


