logo

NTDB id 388153 F3129 RS05575 WP

NTDB id 120 BSU 10620 NP 388943.

consensus

logo

NTDB id 388153 F3129 RS05575 WP

NTDB id 120 BSU 10620 NP 388943.

consensus

logo

NTDB id 388153 F3129 RS05575 WP

NTDB id 120 BSU 10620 NP 388943.

consensus

logo

NTDB id 388153 F3129 RS05575 WP

NTDB id 120 BSU 10620 NP 388943.

consensus

logo

NTDB id 388153 F3129 RS05575 WP

NTDB id 120 BSU 10620 NP 388943.

consensus

logo

NTDB id 388153 F3129 RS05575 WP

NTDB id 120 BSU 10620 NP 388943.

consensus

logo

NTDB id 388153 F3129 RS05575 WP

NTDB id 120 BSU 10620 NP 388943.

consensus

150941106.
2

150941106.
2

150941106.
2

150941106.
2

150941106.
2

150941106.
2

150941106.
2

(AL SR DA VR TL BT A LT

MGUEFLVGRSGSGKT LIIWNSIQDELRRIWMPFGKPIIFLVPDQMTFLMEYELAKTPD GGMIRAQVFSFSRLAWRVLQHTG
MGIIEFLVGRSGSGKT LIINSIQDELRREINPFGKPIIFLVPDQMTFLMEYELAKTPD GGMIRAQVFSEFSRLAWRVLQHTG
T

ILETET LML et TR FEAER LEHR e DR A TR R

GMWRPF T TGVQMLLRKLIEE KBIEFKVYQKASDK GFTIQVERMLTEFKRYC EPED RRMAESGTASEYRGER LSE
GMBRPF T TGVQMLLRKLIEEBIK EFKVYQKASDK GFTER\QVERMLTEFKRYC EPED RRMAESGTASEYRGER LSE
]

LI ERLAILAEDL LA g G A

KLHDLETILYQQME SLA[GIYLHSEDYLTLLA[N IPLA |y KGA YVDGFYQFTPQEMRVLEQL HAEH TFSLTADH
KLHDLBJILYQQME SLAM YLHSEDYLTLLAJ®¥ITPLA B KGAsl YVDGFYQFTPQEIJRVLEQL HAEH TFSLTADJY
PULLEL L sk b bl sk DLl kb bbbk kb b hsksk DL EEEEEEEEL LEEE L bsksk b bbb b LD 0

R BELBLER T R CRARCURD oL et E AR ol e il

SINENJNP EL LFRMTGRTYY L QWAKELNHDI [MKELEIGTIARHEINPELAlM ERQY WRPAIN VyReldQEATVMQANNR
SMERNPEIEL LFRMTGITYY LEQEAKELNDI ~KEL GTSRHW WPELAR EMQY PRPAIZVINGNQEAMTVMQARNR)
Lo ! PT o TDTT %0 Dhk 11T %l N

RAHE.*..* B

R DAL VDGR D LR

RAELEGIAREI BJLVR [@GYRYKD AILMROPEDYKD KEVFADY[ PYFIDGKASMMEIHPLIEFIRSSLDV KGNWRY
RAELEGIAREIBEALVR JSGYRYKD AILERQPEDYKD KEVFADY|® PYFIDGKASM® HPLIEFIRSSLDV KGNWRY]

D1l

R TELLE e sshREL Y

A T aAPARRRISLEDFACTCE Il

EAVFRCIAKTELLFPLPINPIANK REQVDQLENYCIAYGIKG RWTEG RFYYRRFVSLD DFAQTDQEIEMENMLN T W
EAVFRCUKTELLFPLN2PI@AK REQVDQLENYCIAYGIKG RWTIMG RF[NYRRFVSLD DFAQTDQEIEMENMLN T W

NN ] Pkl

i LR AN e T LD v [ DN Loee s

LQNRMKKAKTVQEWAEALY| LE TDVPLKLDKYSRQRAE JAGN IEAQQHEQAWDAVIQLLEEFINOMMG DEI
LQIRMKKAKTVQIMAEALY] LE TDVPLKLDMBRQRAE MG IEAQQHWQAWDAVIQLLEEF|#IMMG DEI
rl

PEEELLEEE L bt kbbb DR E LU b sk Lok b L LD B thhskltd

80

160
160

240
240

320
320

400
400

480
480

560
560



logo

NTDB id 388153 F3129 RS05575 WP

NTDB id 120 BSU 10620 NP 388943.

consensus

logo

NTDB id 388153 F3129 RS05575 WP

NTDB id 120 BSU 10620 NP 388943.

consensus

logo

NTDB id 388153 F3129 RS05575 WP

NTDB id 120 BSU 10620 NP 388943.

consensus

logo

NTDB id 388153 F3129 RS05575 WP

NTDB id 120 BSU 10620 NP 388943.

consensus

logo

NTDB id 388153 F3129 RS05575 WP

NTDB id 120 BSU 10620 NP 388943.

consensus

logo

NTDB id 388153 F3129 RS05575 WP

NTDB id 120 BSU 10620 NP 388943.

consensus

logo

NTDB id 388153 F3129 RS05575 WP

NTDB id 120 BSU 10620 NP 388943.

consensus

150941106.
2

150941106.
2

150941106.
2

150941106.
2

150941106.
2

150941106.
2

150941106.
2

[y

LR DR > TR At T LIRG LA

PLEQQM ENNGINESLBIFSLIPPALDQVFVGNMDLSRMYGTSCTFV GANDGVLPARPDENGVLSDDDREWLKEY GVELS]
LFQ G GVELS
|

QM ERGIAESL FSLIPPALDQVFVGNMDLSRMYGTSCTFV GANDGVLPARPDENGVLSDDDREWLK]N
U e S

Y s SR AR WL S AL et g BBt

LLDEHFLIYMAJRSSPSDRLYVSYPIADAEGKTLLPS VRRLEELFP H@NE LEE¥N PEQVS EEQL{@Y VNKIN
VIRL IZRIL
]

IELFPEHIME LiW8Y PEQVS EEQLIY VNKH
RN Tkl 11

PR EN

FNA
EFNA

[ Tk |

S RIS 0 UL e LML TR

AQ TASQLRLWTREY ISDVWWSEYNVLMSEIZDENBINKKLEFSSLFFRNERKIALER|ZVSRQLYGEISITISGSVSRMEL
VAQ TASQLRLWTREY ISDVWWSEINYNVLMH IANSIKKLEFSSLEFFRNEWKNLER VSRQLYGE I[NGSVSRMEN

............ PELLL Ik lk N [

A TR SRR T s EE L

C FSHFASHGL LKERQFFKL APDIGQLFHSSLKLISDRLREQKL WRDLTK QCEMJFSY AVERLAPKLQKEILLSSN|
CigF SHFASHGLEBILKERQFFKL APDIGQLFHSSLKLISDRLREQKL WRDLTK QCI®FSY AVERLAPKLQKEILLSSN

LAV A AP L LRI T LR L

RH YVKEKLQKIVTRVSGILSEHAKASGFVP GLELGFGGEGPLPPLTFQLKNGCTMELVGRIDRVDKAESSKGLLLRIV
RH YVKEKLQKIVTRVSGILSEHAKASGFVP GLELGFGGIMGPLPPLTFNLKNGCTMELVGRIDRVDKAESSKGLLLRIYV|
PEELErrr ottt

O QAR A LS T L AR LR L
e e e

R, O7ae S0 LR st AR T el T -

LLGDRER SLMDTTLREGRSNI NAGLKKDGSLRSDSAAVSJY FRILLTINHVRRTFIANAGEMITDGVSIWPYK K[NKTP
LLGDMEN BWLMDTTLMEGRSNI NAGLKKDGSLRSDSAAV[S F LLTI4HVRRTFBAGEWITDGRVSTEPYK KYKTP
TTTL T % 11000 Ak LRTLL LULIDL 0T TR0 L0D Lhtstl 10

640
640

720
720

800
800

880
880

960
960

1040
1040

1120
1120



1A CHEL AR L AL

NTDB id 388153 F3129 RS05575 WP 150941106.1 [CHREN N0 SANGRIRMININ KN IANEASIN.GNH 9] GIMNNBATAN Q9 90)D D A 1166
NTDB id 120 BSU 10620 NP 388943.2 CTYCAFINSVCQFDESLIZENEYRIJLKAEKDINTIL W KKEAD{enpN:| 1166
consensus e e e e e e e S * |

X non conserved
B similar
>50% conserved



