
logo MCSDNEAKGKGRGAIHKKL INCLLCDSQFSQDSLVTWRASLFLLEKPDEKVCHYPSCKRKSKQLKQKRIATGHTI
VCPLSCGRPQNSTVHNAEKVCPRDCETEVWERSTR IDRDR

NTDB id 38798 BATR1942 RS14965 WP 034717733.1 MCDEKKRGAKKLNCLLCDSQFSQSLTWRSLFLLEPDEKVCHPCKKQLQRIAGTVCPSCGRPQNTNEKCPDCTEWESRIDR 80
NTDB id 109 BSU 35450 NP 391425.2 MSNEAGGGIHKLICLLCDSQFSQDVTWRALFLLKPDEKVCYSCRSKLKKITGHICPLCGRPQSVHAVCRDCEVWRTRIRD 80
consensus !* ! ! *!! !!!!!!!!!! *!!! !!!! !!!!!!**!* ! *! !**!! !!!!! * !*!! ! *!!
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NTDB id 38798 BATR1942 RS14965 WP 034717733.1 GFLLSRNRSVYLYNEMMKESLARFKFRGDAELLHVFKTDFVSEFSTAYPEKSYVLIPIPLSEERKAERGFNQSELLAKCL 160
NTDB id 109 BSU 35450 NP 391425.2 SLLLRQNRSVYTYNDMMKETLSRFKFRGDAEIINAFKSDFSSTFSKVYPDKHFVLVPIPLSKEREEERGFNQAHLLAECL 160
consensus !! !!!!! !!*!!!!*! !!!!!!!!!*** !!*!! ! !! !!*!**!!*!!!!! !! !!!!!! *!!! !!

logo

D
GRP I

S
H
IHPSL ITRLDNNEKQSKKKNKATERLLFSEKCR I

VFDNTEKI
NNSAVEDGMDNI

V I L IDDLYTTGATLHFHAARCLLEKGKAAGSVSSFTL IRS
NTDB id 38798 BATR1942 RS14965 WP 034717733.1 GRPIIHSLTRLDNEKQSKKNKAERLLFKRVFNTEINSVEDMDVILIDDLYTTGATLHHAARCLLEKGKAGSVSSFTLIRS 240
NTDB id 109 BSU 35450 NP 391425.2 DRPSHHPLIRLNNEKQSKKKKTERLLSECIFDTKNNSAEGMNIILIDDLYTTGATLHFAARCLLEKGKAASVSSFTLIRS 240
consensus !! *!*! !! !!!!!!! ! !!!! **! ! !! ! ! *!!!!!!!!!!!!!!*!!!!!!!!!!!*!!!!!!!!!!
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