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NTDB id 1390 A4U84 RS00055 WP 021115958.1 MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYVEG 80
NTDB id 158 SP RS09595 WP 000282442.1 ..MYNKVILIGRLTSTPELHKTNNDKSVARATIAVNRRYKDQNG.E..READFVNMVLWGRLAETLASYATKGSLISVDG 75
NTDB id 624 LCA RS00040 WP 011373726.1 ..MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANG.D..READFINCVIWRKSAENFANFTKKGSLVGVDG 75
NTDB id 387885 FOB62 RS07150 WP 014612571.1 ..MINNVVLVGRMTKDAELRYTPSQVAVATFTLAVNRTFKSQNG.E..READFINCVIWRQPAENLANWAKKGALIGVTG 75
NTDB id 113 BSU 40900 NP 391970.1 ..MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSG.E..READFINCVTWRRQAENVANFLKKGSLAGVDG 75
NTDB id 112 BSU 36310 NP 391512.2 ..MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASG.E..IEADYVNCTLWRKTAENTALYCQKGSLVGVSG 75
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FNENQSAPAQGTNQTNYSGSNQSGNSGGQQYFSADGGNPAGYAQNQDNTPNGPNFGNTSGGNPNQANQNTGQRNPRARNP

NTDB id 1390 A4U84 RS00055 WP 021115958.1 KLKTRKWQDQNGQDRYTTEIQGDVLQMLDSRSSGGDFGGNQGS.GWNQAPAQTNYNQGGYSDNYAQNNNFNGGNATRP.. 157
NTDB id 158 SP RS09595 WP 000282442.1 ELRTRRFEK.NGQMNYVTEVLVTGFQLLESRAQRAMRENNAGQ..................................... 117
NTDB id 624 LCA RS00040 WP 011373726.1 RLQTRNYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNS....NQSNGSQQS.......GFTSPQQTGNAP 144
NTDB id 387885 FOB62 RS07150 WP 014612571.1 RIQTRNYENQQGQRVYVTEVVADNFQMLESRATREGGSTGSFNGGFNN....NTSSSNGYSAPAQQTPNF.......... 141
NTDB id 113 BSU 40900 NP 391970.1 RLQTRNYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSG.....GYNE....GNSGGGQYFGGGQNDNPFGGNQNNQRRN 146
NTDB id 112 BSU 36310 NP 391512.2 RIQTRSYENEEGVNVYVTEVLADTVRFMDPKPREKAAD.......................................... 113
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NTDB id 1390 A4U84 RS00055 WP 021115958.1 ...QPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 158 SP RS09595 WP 000282442.1 ............DLADLVLEEEELPF 131
NTDB id 624 LCA RS00040 WP 011373726.1 AANNTQADPFANNGQAIDISDDDLPF 170
NTDB id 387885 FOB62 RS07150 WP 014612571.1 ...GRDDSPF.GNSNPMDISDDDLPF 163
NTDB id 113 BSU 40900 NP 391970.1 QGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 112 BSU 36310 NP 391512.2 .......................... 113
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