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M FEKIEAY LLL NSQI¥ ENMIL TH YDA EQN |JYLGAEGARIYN K\ NERUKL EALBIL KEEWRR QFIFIKARNQ
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS

LG D) YLLE o by LTINS SO AL DL MO g

QLQ NHQFTPD IGFI LYLLEQ@NL KpEJL EIGSGTGNLA T NN SK|§ DY GIE DDLLIDLSASIA V DSS
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASIADVLDSS
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASTIADVLDSS

RO AESDN DUV T EQS&KY&KK@ H VRWSEQ

J\ F QEDAVRPQ LKESDV ISDLPVG YPNDINTIAISRYISVA BIRXHTYAHHLLMEQSLKYLKK GIJAIFLAPV LLTSHQ
VHFVQEDAVRPQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ
VHFVQEDAVRPQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ

oA oA 5 B P RS Cgecsn s Do bnaet AR e

SINLLKIYWLpNepgAN A I LP'  IF{eaySNEKSIHMVLKQ pisty E FVYP RIDLIGWAEN| RFMANFKKWK DN V).
SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317

X non conserved
B similar
>507% conserved
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