
logo

MSVYL
ML I SGSLAAMI FIHYLQFLSRQLQEGHDEGFVKTQEQEWI

MI S IVEQMMNECKEQASEQASVKQLTATDEHKGGSGVLVI
LCRTNGLSGQRDE I LRFDE I

KYHKSMIRK
NTDB id 38774 BATR1942 RS10095 WP 309484978.1 MSVYLLISGSLAMIFYQFLSRQLEGEGVKQEEWIISVEQMMNECKQAESVQLTDKGGGVLCRNGSGREILFEKYHKMIRK 80
NTDB id 101 BSU 24680 NP 390348.1 ....MLISGSLAAIIHLFLSRQQEHDGFTQQEWMISIEQMMNECKESQAVKTAEHGSVLICTNLSGQDIRFDIYHSMIRK 76
consensus *****!!!!!!! ! * !!!!! !**! ! !!*!!*!!!!!!!! ! **! **! ! !! *! !* !! !!!!

logo RVDGKGHVP I LDQHINTATLMKADI EKNGMVLVI
LLKS IVETSEDHQKEVYKQTASFP I

VYSTSYLGKGG
NTDB id 38774 BATR1942 RS10095 WP 309484978.1 RVDGKGHVPILQHINTLKADIKNGMLILSVTSEDHKEYKTSFPIYTSLKGG 131
NTDB id 101 BSU 24680 NP 390348.1 RVDGKGHVPILDHITAMKADIENGVVLLKIESEDQKVYQTAFPVYSYLGGG 127
consensus !!!!!!!!!!! !! *!!!! !!***! * !!!*! ! ! !!*!* ! !!
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