
logo MS
YRSTKRGF IYPAVLFAVASALVI

VLL IVVGNFYTVASASEQYI STRCKMTFEKETKEFLYIGRENLLQNGAVLLS IRHMVLEAERKQGQEKGSTQRQFELYGLRVS
NTDB id 38773 BATR1942 RS10090 WP 003325434.1 MSRSKGFIYPAVLFAAAVILLVVGYTSSEYITRKTFEKETKEFYIRENLLQNGALLSIRHMLEARQGQKGSRQFEYGLVS 80
NTDB id 102 BSU 24670 NP 390347.1 MYRTRGFIYPAVLFVSALVLLIVNFVAAQYISRCMFEKETKELYIGENLLQNGVLLSIRHVLEERKGQEGTQQFLYGRVS 80
consensus ! !**!!!!!!!!! !**!!*! * !!*!* !!!!!!! !! !!!!!!! !!!!!!*!! ! !! !* !! !! !!

logo YQYIHQDSTS IKKEQKE INLVKRSVSVTDNSGSTEMRTAQRFI IVFDLQKQKKLVI
L
H
RWETE

NTDB id 38773 BATR1942 RS10090 WP 003325434.1 YQIQSTSKKEQKEINVKSVTNSGSEMTARFIFDLKQKKVIHWEE 124
NTDB id 102 BSU 24670 NP 390347.1 YYIHDTSIKEQKEINLRVSTDSGTERTAQIVFDQKQKKLLRWTE 124
consensus ! !* !! !!!!!!!** ! !!*! !! *!! !!!!***! !

X non conserved

X similar

X ≥ 50% conserved


