
logo MLAELS IKNFAI I EELTVSFERGLTVLTGETGAGKS I I IDA I SLLVGGRGSSEFVRYGEATKAELEGLFLLESGHPVFLEGVC
NTDB id 38770 BATR1942 RS09875 WP 003325482.1 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGETKAELEGLFLLESGHPVFEVC 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVLGVC 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!! !!

logo

A
HEQGIDVSDDEMIVLMRRDINSSTNSGKSVCRVNGKLVTIAASLRE IGRLLLDIHGQHDNQLLMEDDEKNHLQLLDKFAGAEEAVDESALHK

NTDB id 38770 BATR1942 RS09875 WP 003325482.1 HEQGIDVSDDMIVLRRDINSNGKSVCRVNGKLVTIAALREIGRLLLDIHGQHDNQLLMEDDKHLQLLDKFAGEEADSALH 160
NTDB id 352 BSU 24240 NP 390304.2 AEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALK 160
consensus *!!!!!!!!*!!!*!!!! * !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!* !!!!!!!!!! ! *!!!*

logo

A
TYQREGYQRYMVKLVLKKLKRQLSESEQEMAHRLDL IQFQLDEE I ESAGKLELNEDDE I

QLQEERLQQI SNFEKIYEASLQNAYNALRNSE
NTDB id 38770 BATR1942 RS09875 WP 003325482.1 AYREGYQRYMKVLKKLRQLSESEQEMAHRLDLIQFQLDEIESAGLELNEDDILQEERLQISNFEKIYEALQNAYNALRNE 240
NTDB id 352 BSU 24240 NP 390304.2 TYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRSE 240
consensus ! !!!!!!*!*!!!!*!!!!!!!!!!!!!!!!!!!!*!!!!! !!!!!!* !!!!! !!!!!!!!!! !!!!!!!!! !

logo QGGLDWVGMASASQLDEDI SDINEPLKQKLMSESVSNSYYLLEDASTFQMRNMLDELEFYDPERLNFYI ETRLNE IKQLKRKYGATV
NTDB id 38770 BATR1942 RS09875 WP 003325482.1 QGGLDWVGMASSQLDDISDINEPLQKLSESVSNSYYLLEDSTFQMRNMLDELEYDPERLNFIETRLNEIKQLKRKYGATV 320
NTDB id 352 BSU 24240 NP 390304.2 QGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGATV 320
consensus !!!!!!!!!!! !!*!!!!!!!!! !*!!!!!!!!!!!!! !!!!!!!!!!!!*!!!!!!*!!!!!!!!!!!!!!!!!!!

logo EDI LEYASKI EEE IDQI EQNRDSHLQSTLKKQELDSVGKDVAVEAANVSKQIRKATWAKKLADVEQIHQQRELKSLYMEKSTFDTEFKL IV
NTDB id 38770 BATR1942 RS09875 WP 003325482.1 EDILEYASKIEEEIDQIQNRDSHLQTLKQELDSVGKDVAVEAANVSKIRKAWAKKLAVQIQQELKSLYMEKSTFDTEFLI 400
NTDB id 352 BSU 24240 NP 390304.2 EDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFKV 400
consensus !!!!!!!!!!!!!!!!! !!!!!!!*!! !!!!!!!!!!!!!!!!! !!! !!!!!! !* !!!!!!!!!!!!!!!! *

logo RTASRNEEAP I
LVNGQPVQLTDEQGIDLMVKFL I STNTGEPLKPSLSKVASGGELSRVMLAI

LKS I FSSQQDVTS I I FDEVDTGV
NTDB id 38770 BATR1942 RS09875 WP 003325482.1 RTASRNEEAPIVNGQPVQLTDQGIDMVKFLISTNTGEPLKPLSKVASGGELSRVMLALKSIFSSQQDVTSIIFDEVDTGV 480
NTDB id 352 BSU 24240 NP 390304.2 RTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTGV 480
consensus !!!!!!!!!!*!!!!!!!!!*!!!!*!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!

logo SGRVAQAIAEKIHKVS IMGSQVLC ITHLPQVAAMADTHLLYIAKELSKDGRTTTHRVKTPLSKQEKVAE IGRMIAGVEVTDLTKR
NTDB id 38770 BATR1942 RS09875 WP 003325482.1 SGRVAQAIAEKIHKVSMGSQVLCITHLPQVAAMADTHLLIAKESKDGRTTTHVTPLSKQEKVAEIGRMIAGVEVTDLTKR 560
NTDB id 352 BSU 24240 NP 390304.2 SGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTKR 560
consensus !!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!! !!!! !!!!!!!*! !!!!!!!!!!!!!!!!!!!!!!!!!!



logo HAKELLKQADNQVKTTG
NTDB id 38770 BATR1942 RS09875 WP 003325482.1 HAKELLKQANQVKTTG 576
NTDB id 352 BSU 24240 NP 390304.2 HAKELLKQADQVKTTG 576
consensus !!!!!!!!! !!!!!!
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X ≥ 50% conserved


