logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

583
498
526
158
268

DLJ51 RS09560 WP 002962590.1
SM12261 RS01980 WP 000282464 .1
SMSK321 RS08825 WP 000282440.1
SP RS09595 WP 000282442.1
KZH43 RS08520 WP 000282467.1
227 SPD RS09110 WP 000282467.1

193 SPR RS08685 WP 000282467.1
387647 FOB78 RS11110 WP 000609565.1
624 LCA RS00040 WP 011373726.1

113 BSU 40900 NP 391970.1

112 BSU 36310 NP 391512.2

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

583
498
526
158
268

DLJ51 RS09560 WP 002962590.1
SM12261 RS01980 WP 000282464 .1
SMSK321 RS08825 WP 000282440.1
SP RS09595 WP 000282442.1
KZH43 RS08520 WP 000282467.1
227 SPD RS09110 WP 000282467.1

193 SPR RS08685 WP 000282467.1
387647 FOB78 RS11110 WP 000609565.1
624 LCA RS00040 WP 011373726.1

113 BSU 40900 NP 391970.1

112 BSU 36310 NP 391512.2

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

583
498
526
158
268

DLJ51 RS09560 WP 002962590.1
SM12261 RS01980 WP 000282464 .1
SMSK321 RS08825 WP 000282440.1
SP RS09595 WP 000282442.1
KZH43 RS08520 WP 000282467.1
227 SPD RS09110 WP 000282467.1

193 SPR RS08685 WP 000282467.1
387647 FOB78 RS11110 WP 000609565.1
624 LCA RS00040 WP 011373726.1

113 BSU 40900 NP 391970.1

112 BSU 36310 NP 391512.2

consensus

Y1) AR o] Ao BRI o sl SLIAD BRI

MYNKVILIGRLT E\PE (YKT|gs] KSVjy BfT AVNRR KJ§Q GER ADFVN|YVIgWG LAE

MYNKVI IGRLTSTPELHKTNNDKSVARATIAVNRRYKDONGEREADFVNMVLWG LAE
MYNKVILIGRLTSTPELHKTNNDKSVARATIAVNRRYKDOQNGEREADFVNMVLWGRLAE
MYNKVILIGRLTSTPELHKTNNDKSVARATIAVNRRYKDONGEREADFVNMVLWGRLAE
MYNKVI IGRLTSTPELHKTNNDKSVARATIAVNRRYKDQONGEREADFVNMVLWGRLAE
MYNKVI IGRLTSTPELHKTNNDKSVARATIAVNRRYKDQONGEREADFVNMVLWGRLAE

MYNKVI IGRLTSTPELHKTNNDKSVARATIAVNRRYKDONGEREADFVNMVLWGRLAE

EIEIEE

]

R

WO o s e

.NGQMNYVTEVLVTGFQLLESRAQRAMRENNAGQD .........................................
N GQMNYVREVLVTGFQLLESRAQRAMREN N A G QD | P
BNGQMNYVTEVLVTGFQLLESRAQRAMRENN AG Q D | PR
BNGQMNYVTEVLVTGFQLLESRAQRAMRENN AG QD | PR
BNGQMNYVTEVLVTGFQLLESRAQRAMRENN AG QD | AR
ENGQMNYVTEVLVTGFQLLESRAQRAMRENN AG Q D | DR
S ElfY COEEYVTEV [DEFQ 'LEERY Eriey SMDDQLPP
NEBEN QREE[AIR VAR AMRTD Vg SIS T T TE QR GBS QNFNSNQSNGSQ. . . . . . . QSGFTSPQQTGNAPAANNTQADP
NN QEIEINR VERARAYQ AE S VIF|BAP RN GGESGSGG. . . . . YNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNSFNDDP

P PREKAA. ...............................................
ok ok ok o ok ok ok ok ok ok Kok Xk *

Fokok | okskokoskokokokkokokok D DD Dkokokokokok Dokokok | D skok Dokokok Dokokok | Doskoskokokokokok | Dok | ok

Vgs LLF<Recra Reln: D,

.:NR

k Dok ok Dokskokok |k |oskokokokk

LADWIEEEE F

FéNN
131
131
131
131
131
131
131
138
170
172
113

5k ok ok ok ok ok ok Kok Kok

X non conserved
B similar
i >50% conserved

118
118
118
118
118
118
118
121
1563
155
113



