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MPMFSFFKRKRKKSKPPQEPATAPAPALEQEPAPQPVPQEATAAKVDEASEVAQIVGNS ITAKEPADQVEPQSLPAESVKGRAPEQPSAPVAEPTVPSGPAPVEPQQVKPEPTQVAPEQMQPPSE
NTDB id 387583 FOB42 RS01175 WP 150348827.1 MPMFSFFKKKSPPPAAPAQPAPPPEA...VDA......GSTAPAQPQPAE.....PQPAPAPVPPP.EPQPEPQPQQPPE 65
NTDB id 1118 NGFG RS11455 WP 003696286.1 ..MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSE 78
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NTDB id 387583 FOB42 RS01175 WP 150348827.1 PAPPAMASPPVADSQPPVA......EPQPAVAAAPEAPRKASWLSRLKQGLSRTG....QNIGGLFVGVKVDENLFEELE 135
NTDB id 1118 NGFG RS11455 WP 003696286.1 AGE...AAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELE 155
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NTDB id 387583 FOB42 RS01175 WP 150348827.1 SALIMADAGIEATEKLLAALRARVKKERIDDPAQVKTALRQLLADHLRPLERSFDLG.RAQPLVVMIAGVNGAGKTTSIG 214
NTDB id 1118 NGFG RS11455 WP 003696286.1 TVLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIG 235
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NTDB id 387583 FOB42 RS01175 WP 150348827.1 KLAHTFQRQGASVLLAAGDTFRAAAREQLVEWGSRNNVTVISQDGGDPAAVAFDSVNAGRARNVGVVMVDTAGRLPTQLH 294
NTDB id 1118 NGFG RS11455 WP 003696286.1 KLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLH 315
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NTDB id 387583 FOB42 RS01175 WP 150348827.1 LMEELKKIRRVIGKAEASAPHEVLLVVDGNTGQNALAQIRAFDAAITLTGLVVTKLDGTAKGGTLAAVAAGSQGVRPIPV 374
NTDB id 1118 NGFG RS11455 WP 003696286.1 LMEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALA....SDRPVPV 391
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NTDB id 387583 FOB42 RS01175 WP 150348827.1 YWIGVGEGLEDLQPFVADEFAAALLAD 401
NTDB id 1118 NGFG RS11455 WP 003696286.1 RYIGVGEGIDDLRPFDARAFVDALLD. 417
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