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NTDB id 1284 ACE17W RS12370 WP 010946666.1 .MRKII..........AILILISASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFIS 69
NTDB id 1257 GCO85 RS04855 WP 163621000.1 .MRKII..........AILILISASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFIS 69
NTDB id 1009 ACIAD RS15175 WP 004923730.1 .MKQIIRQFSIGTV..AY......AIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARLILDFDK 70
NTDB id 1052 ABD1 RS15850 WP 001017033.1 .MNHVFRQFSMGAV..AI......AIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDK 70
NTDB id 1039 H0N27 RS01460 WP 031993779.1 .MNHVFRQFSMGAV..AI......AIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDK 70
NTDB id 387574 FOB45 RS21820 WP 167517291.1 MLHKTILQRVSGKSALTLAILLS.GICPSLLLAADLKALNVASLPGDRVELKLSFDQPVT.APKGYTIEQPARIALDLPG 78
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ........MNSGLSRLGIALL.A.AMFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARIALDLPG 69
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 TDMQIPSDQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENS............. 136
NTDB id 1257 GCO85 RS04855 WP 163621000.1 TDMQIPSDQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENS............. 136
NTDB id 1009 ACIAD RS15175 WP 004923730.1 AGQKLA..KSLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTATPV.............. 134
NTDB id 1052 ABD1 RS15850 WP 001017033.1 AQQGLK..QSKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNKPL.............. 134
NTDB id 1039 H0N27 RS01460 WP 031993779.1 AQQGLK..QSKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNKPL.............. 134
NTDB id 387574 FOB45 RS21820 WP 167517291.1 VNNKLG..VRNKELGSGNARSVTVVEAGDRTRLIVNLTALAPYSTRVQGNDLFVVIGGDQAARTTSASVPAPSLPRSGAA 156
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VQNKLG..TKNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAPASY 147
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 .........KEVFITNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVS 207
NTDB id 1257 GCO85 RS04855 WP 163621000.1 .........KEVFITNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVS 207
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ....ATS..........APAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTT 200
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ....PVV..........S.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVN 199
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ....PVV..........S.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVN 199
NTDB id 387574 FOB45 RS21820 WP 167517291.1 QAPAPATNPAGRVFSSVPRLAGKAIRNIDFKRGDDGEGNVIIDLSETGISPDIQEQGGKIRLNFGKTQLPDALRVRLDVK 236
NTDB id 1193 PAKAF RS26665 WP 003161249.1 AQP.........IKPKPYVPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVK 218
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 DFHSPVQIITMQQEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQ 287
NTDB id 1257 GCO85 RS04855 WP 163621000.1 DFHSPVQIITMQQEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQ 287
NTDB id 1009 ACIAD RS15175 WP 004923730.1 DFATPVASIDSYNDGSNGVISIQSTGSYEYMAYQAENKLTISLKRPQDNVR.LNSKNNQNYTGKKISLDFQDIEVRRVLQ 279
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DFATPVSSIDAYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDKNV.TSLYKTPNYSGNKLSLDFQDIEVRRVLQ 278
NTDB id 1039 H0N27 RS01460 WP 031993779.1 DFATPVSSIDAYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDKNV.TSLYKTPNYSGNKLSLDFQDIEVRRVLQ 278
NTDB id 387574 FOB45 RS21820 WP 167517291.1 DFATPVQFVNASSQAGDTVITIEPTGVYDYLAYQTDNKLTISVKPLTAKEKEQRAAERFTYTGEKLSLNFQDIDVRSVLQ 316
NTDB id 1193 PAKAF RS26665 WP 003161249.1 DFATPVQFVNASAQSDRTSITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQ 298
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 LLADFTGINMVVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIR 367
NTDB id 1257 GCO85 RS04855 WP 163621000.1 LLADFTGINMVVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIR 367
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LLADFTNINMVTADSVQGNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQ 359
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LLADFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQ 358
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LLADFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQ 358
NTDB id 387574 FOB45 RS21820 WP 167517291.1 LIADFTGLNLVASDTVQGNITLRLQNVPWDQALDLVLKTKGLDKRQIGNVLLIAPADEIAARERQELESQKQIQELAPLR 396
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LIADFTDLNLVASDTVQGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLR 378
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 SDLIQINYAKAADIAVLIKDKQ...............................NSLLSDRGKISVDARTNTIWIQDTGTK 416
NTDB id 1257 GCO85 RS04855 WP 163621000.1 SDLIQINYAKAADIAVLIKDKQ...............................NSLLSDRGKISVDARTNTIWIQDTGTK 416
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TEYILLKYAKAADIEKLITQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQK 430
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TEYIQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQS 438
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TEYIQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQS 438
NTDB id 387574 FOB45 RS21820 WP 167517291.1 RELIQVNYAKAADMAKLFQSVTKADA.............................GQSERGSITVDDRTNSIIAYQTQDR 447
NTDB id 1193 PAKAF RS26665 WP 003161249.1 RELIQVNYAKAADIAKLFQSVTSDGGQ..........................EGKEGGRGSITVDDRTNSIIAYQPQER 432
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 IEEVRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLSGTLEG.ANELARGTAPA............... 480
NTDB id 1257 GCO85 RS04855 WP 163621000.1 IEEVRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLSGTLEG.ANELARGTAPA............... 480
NTDB id 1009 ACIAD RS15175 WP 004923730.1 IDQIRKMIDLLDIPVKQVMIEARIVRATTSFSKEMGVKWGILSQGINQN.....SNLLVGGSETTLWNLRNPDSN..... 500
NTDB id 1052 ABD1 RS15850 WP 001017033.1 IDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNN.....NNLLVGGSETTLWNLREPKKDETTGG 513
NTDB id 1039 H0N27 RS01460 WP 031993779.1 IDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNN.....NNLLVGGSETTLWNLREPKKDETTGG 513
NTDB id 387574 FOB45 RS21820 WP 167517291.1 LDELRRIVSQLDIPVRQVMIEARIVEANVNYNKQLGVNWSGSRSGN........GNFTISGGA................. 502
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LDELRRIVSQLDIPVRQVMIEARIVEANVGYDKSLGVRWGGAYHKGNWSGYGKDGNIGIKDEDGMN.......CGPIAGS 505
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 .....NVVPLERRLNLDLAAAPLTGATPASVGIALAKLN.DNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGE 554
NTDB id 1257 GCO85 RS04855 WP 163621000.1 .....NVVPLERRLNLDLAAVPLTGATPASVGIALAKLN.DNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGE 554
NTDB id 1009 ACIAD RS15175 WP 004923730.1 GTYT...IERPDNLNVDLGV.....TTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGV 572
NTDB id 1052 ABD1 RS15850 WP 001017033.1 YKYT...IERPDNLNVDLGV.....SNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQ 584
NTDB id 1039 H0N27 RS01460 WP 031993779.1 YKYT...IERPDNLNVDLGV.....SNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQ 584
NTDB id 387574 FOB45 RS21820 WP 167517291.1 .....GSTTGTSSPFVDLGV.....GSA.TSGIGIGFLT.GSTTLDLQLSAMEATGNGEIVSQPKVVTSDKETAKILRGT 570
NTDB id 1193 PAKAF RS26665 WP 003161249.1 CTFPTTGTSKSPSPFVDLGA.....KDA.TSGIGIGFIT.DNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGS 578
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 EIPYQEATSSGA...TAVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSPQTF..LGVPAIITKEIQTNVLVNNGQTI 629
NTDB id 1257 GCO85 RS04855 WP 163621000.1 EIPYQEATSSGA...TAVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSPQTF..LGVPAIITKEIQTNVLVNNGQTI 629
NTDB id 1009 ACIAD RS15175 WP 004923730.1 EVPYQSTTNSAAGSTATTSFKEALLSLEVTPNITPDGKILMELNIANDSIN..SYAQNGEAILNKNTINTNVLVNNGETV 650
NTDB id 1052 ABD1 RS15850 WP 001017033.1 QVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVA..GAAPNGELILNKNNINTNVLVDNGETV 662
NTDB id 1039 H0N27 RS01460 WP 031993779.1 QVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVA..GAAPNGELILNKNNINTNVLVDNGETV 662
NTDB id 387574 FOB45 RS21820 WP 167517291.1 EIPYQEASSSGA...TSTSFKEAALSLEVTPQITPDNRIIMEVKVNKDAPDYQNRLDNGAPPISKNEVNAKVLVADGETI 647
NTDB id 1193 PAKAF RS26665 WP 003161249.1 EVPYQEASSSGA...TSTSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNML.NGVPPINKNEVNAKILVNDGETI 654
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 VLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1009 ACIAD RS15175 WP 004923730.1 VLGGVFEQTTNNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 387574 FOB45 RS21820 WP 167517291.1 VIGGVFSNTQSKSTSKVPLLGDVPYVGRLFRRDSVTDEKVELLVFLTPRIMNNQAIAVGR......... 707
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VIGGVFSNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
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