logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029
1402
1169
1112
1113
1252
1016
1059

387568 F0B45 RS20950 WP 150347956.

1198

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029
1402
1169
1112
1113
1252
1016
1059

387568 FOB45 RS20950 WP 150347956.

1198

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029
1402
1169
1112
1113
1252
1016
1059

387568 FOB45 RS20950 WP 150347956.

1198

consensus

TT RS02230 WP 011228203.1
DSB67 RS12670 WP 010643257.1

A1552VC RS11075 WP 000648511.

NGFG RS09215 WP 003689811.1
AAA85695.1 219..1451( )

GC085 RSO7730 WP 011213805.1
ACIAD RS01680 WP 004920476.1
ABD1 RS01610 WP 000279215.1

PSJM300 03950 AFN76868.1

TT RS02230 WP 011228203.1
DSB67 RS12670 WP 010643257.1

A1552VC RS11075 WP 000648511.

NGFG RS09215 WP 003689811.1
AAAB5695.1 219..1451( )

GCO85 RSO7730 WP 011213805.1
ACIAD RS01680 WP 004920476.1
ABD1 RS01610 WP 000279215.1

PSJM300 03950 AFN76868.1

TT RS02230 WP 011228203.1
DSB67 RS12670 WP 010643257.1

A1552VC RS11075 WP 000648511.

NGFG RS09215 WP 003689811.1
AAAB5695.1 219..1451( )

GCO085 RSO7730 WP 011213805.1
ACIAD RS01680 WP 004920476.1
ABD1 RS01610 WP 000279215.1

PSJM300 03950 AFN76868.1

‘<V

sl ot

AER EPGKG.QAEIRIPALE GPGLK

&ééﬁ FSLfAQKEP§YwFEA RESSEKngAEEk VNLEkégggtR Q |$'E

EAEDLRTAARLLRDRG F

WGSISFITK
4GSVSHLAR

TRVE. . . . . TS....
TRVE. . ... TS....
VIS KPBFDRK . . . ..

RTPISREIRK N
AKUSNLRKQG 'gN 33T - 9K - 1

ECEDRICYKE

EG DR[NGEKE

DMIRQLJ | %JA )

AG T QAIWAT ERQTRKF

Al S

IRSIRIAE S N HIZKN@YR FRAQ IR ATNEINT Glel V)R
LSIHAISIEIPINY FDIAgY CNL VED

D WNIF RQLATM

Négkgg%bPSV

DIT FTRQL TM
DIT FTRQL TM

GEQSGBEL
GEQSGEIL
EGj3 NPNMRIS INIK[N VEl G LSH LRKINPNYFDIJLYCNLV AGEQSGEL

EGI3 NPRMRJY iy Ko VEN GN |13 B LRKIAPRYFDWLYCNLV GEQSGEJL
* ok kkkk ok * k I ksksksk kkkk x x| kkk | kkx ] [

EVL?L55Fk9 ¥

R

EALRKMP[NYFDIL CHJL
LV

MAGVPL Q F I

INAGVPL Q F I
| % %k k % %k

e R RE AR o Ll S JBL

R WHFGA LPAFTQ

R IQ8FGAELPJFTQ
LD ABYKEK ANMCINARS
LD AMYKEK INWUIGAELPAWTQ
ISEFGA LP AT
WEFGA LPAFTQ
IEIFGA LPAFTQ
JeFGAELPAF TR
INFGAELPAFTM

LD ATYKEKHEN

Al
LDR ApS

LDR
LDR
* %k *k |

ATYKEK E[MNL
ATYKEK EREL

s 1Dk kok

N LLT VVPRFMRE
I\ LI vVvPEF®
kokkkokokkxx ||

S<<<<<<<<

Pokokok Dokt I s ] ! Pokokokok k%

144
147
148
150
150
147
149
149
146
146

224
227
228
230
230
227
229
229
226
226



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029
1402
1169
1112
1113
1252
1016
1059

387568 F0B45 RS20950 WP 150347956.

1198

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029
1402
1169
1112
1113
1252
1016
1059

387568 FOB45 RS20950 WP 150347956.

1198

consensus

<0

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029
1402
1169
1112
1113
1252
1016
1059

387568 FOB45 RS20950 WP 150347956.1

1198

consensus

TT RS02230 WP 011228203.1
DSB67 RS12670 WP 010643257.1

A1552VC RS11075 WP 000648511.

NGFG RS09215 WP 003689811.1
AAA85695.1 219..1451( )

GC085 RSO7730 WP 011213805.1
ACIAD RS01680 WP 004920476.1
ABD1 RS01610 WP 000279215.1

PSJM300 03950 AFN76868.1

TT RS02230 WP 011228203.1
DSB67 RS12670 WP 010643257.1

A1552VC RS11075 WP 000648511.

NGFG RS09215 WP 003689811.1
AAA85695.1 219..1451( )

GCO85 RSO7730 WP 011213805.1
ACIAD RS01680 WP 004920476.1
ABD1 RS01610 WP 000279215.1

PSJM300 03950 AFN76868.1

TT RS02230 WP 011228203.1
DSB67 RS12670 WP 010643257.1

A1552VC RS11075 WP 000648511.

NGFG RS09215 WP 003689811.1
AAAB5695.1 219..1451( )

GC085 RSO7730 WP 011213805.1
ACIAD RS01680 WP 004920476.1
ABD1 RS01610 WP 000279215.1

PSJM300 03950 AFN76868.1

At

1

1

ETET

Yot Bz Qv R ol

* * ok D kkkok

o Uk

AMYLPIF
AMYLPIF

LG

[ NA LAave

Pokoskskokok Dok D1k Dokokok ok %ok

X non conserved
B similar
>50% conserved

e ot AT LTV TGk
GN

PI GD MKAMIAR SRTLATTFAAGVPL DAL
PIFGD (KAMIAR SRTLATTFAAGVPL DAL STAGATEN
PI GRAILNMK JATAR RTL TTFAAGVPLVDALDS|] GATGN

kokkkk |okok kx|

406
407
408
410
410
406
408
408
405
405

ﬁkF N AlfQ VA

QMVWIGEESG
IGEESG
QMB IGEESG LD MLIYKEAIXFYE EVDNAV{ENL A
QM IGEESG LD MLRJKE

QMVAIGEESGAL [MLEJKVAMFYE EV NAVDRL
QMVAIGEESGALD MLBKVAW YEFJEVDREAVD[ELT
QMVAIGEESGALDEMLIKVARN YER
QMUWAIGEESGALD MLIJKVAWFYE EVDNEIVDELTA
QVMUAIGEESGALD MLEKVAWFYE EVDNEIVDELTA

QMV

Pkt D11

!

* 11

Y

IRFAAGVPLVD

IRFAAGVPLVDYY

GEILEKAAIARF RTL lTFAAG PLV ALIS.AGATGN
A

*

13 A Lt )

FUTx D

P skskskskkok |

x| %

D

S

LDSTAGA
LDSTAGAR

* % %k %

Vi

HIU=X

STAGATINI YE

* sk x

L el

AIMEYE EVDNAV[EQYL A

EVDNAVDIGLT

MEPIRT

BEP I

LR RN

MEPLI
MEPLT
MEP/(T
MER)Y

* %

303
307
308
310
310
307
309
309
306
306

383
386
387
389
389
386
388
388
385
385



