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NTDB id 387561 FOB45 RS18415 WP 019365918.1 MFELVKAGGWMMLPIILSSIVGMAIVAERLWTLRRARVVPPQLLAQVWKWLQDNSLTSEKLKELRANSPLGEVMAAGLAN 80
NTDB id 1200 PSJM300 12655 AFN78593.1 MWELVKAGGWIMLPIILCSIAALGIIVERLWTLRPSRVTPPHLLGQVWKWIKDKQLSNQKLKELRADSPLGEILAAGLAN 80
consensus !*!!!!!!!!*!!!!!!*!! ***!* !!!!!!!* !! !!*!!*!!!!!* ! !* !!!!!!! !!!!!**!!!!!!

logo SKRHRGRE I
VMKEAC I EEAAGASR I

VVHDLERYLNATLGTIAAGI
MAPLLMGLLGTVFLGMIE I FSASFMEGSGLMANAPLVLAGGI SKAL ILTTAA

NTDB id 387561 FOB45 RS18415 WP 019365918.1 SRHGREVMKEAIEEAGSRIVHDLERYLNTLGTIAAMAPLMGLLGTVFGMIEIFSSFMESGLANAPVLAGGISKALLTTAA 160
NTDB id 1200 PSJM300 12655 AFN78593.1 SKRGREIMKECIEEAAARVVHDLERYLNALGTIAGIAPLLGLLGTVLGMIEIFSAFMGSGMANAPLLAGGISKALITTAA 160
consensus !**!!!*!!!*!!!!* !*!!!!!!!!! !!!!!**!!!*!!!!!! !!!!!!! !! !!*!!!!*!!!!!!!!!*!!!!

logo GL IMVAGIPALVFFHRFLLRRVDEL IVVGSMEQEAS IKLVEVVQGDRDEVDFLGVETEGGKATKA
NTDB id 387561 FOB45 RS18415 WP 019365918.1 GLIVAIPAVFFHRFLLRRVDELIVSMEQESIKLVEVVQGDREVDFVTEGTKA 212
NTDB id 1200 PSJM300 12655 AFN78593.1 GLMVGIPALFFHRFLLRRVDELVVGMEQEAIKLVEVVQGDRDVDLGEGKA.. 210
consensus !!*!*!!!*!!!!!!!!!!!!!*! !!!! !!!!!!!!!!!*!! **
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