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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 387560 FOB45 RS14950 WP 010798402.1 .MARGINKVILIGNVGADPEIRYTPNGNPITNITLATSESWKDKQSGQLQERTEWHRVVFFGRLAEIAAEYLRKGSQVYV 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPYEEG..YGQS.......QEAYQRPAQQSRQPASDA 143
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPYDEG..YGQS.......QEAYQRPAQQSRQPAPDA 143
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGGDFG.GNQGSGWNQAPAQTNYNQGGYSDNYAQ..NNNFN. 150
NTDB id 387560 FOB45 RS14950 WP 010798402.1 EGTLRTRKWQGQDGQDRYTTEVIVD.ISGTMQLLGGRGDNEPSS.NQQS...GKQPSG....Q..ARRPT....QP.... 140
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMP.AQGG...MNVPAQ....QGSWGQPQ....QPAKQ. 147
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NTDB id 1103 NMB RS07590 WP 002212976.1 PSHPQEAPAAPRRQPVP.AAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 PSHPQEAPAAPRRQPVP.AAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..GGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 387560 FOB45 RS14950 WP 010798402.1 .........QPSTQPAPDY....DSFDDDIPF 159
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ..HQPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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