
logo MITRLVMI FSVLLLLSGCGQTPFKGKI EKVGMLFPDTINDLVWGTKGYKGLLNS IQSAKYNVDVYYKEGVKTDEEDI ILNAI ED
NTDB id 38751 BATR1942 RS03200 WP 013390469.1 MITRLVMIFSVLLLLSGCGQTPFKGKIEKVGMLFPDTINDLVWGTKGYKGLLSIQSAYNVDVYYKEGVKTDEDILNAIED 80
NTDB id 94 BSU 11300 NP 389012.2 MITRLVMIFSVLLLLSGCGQTPFKGKIEKVGMLFPDTINDLVWGTKGYKGLLNIQSKYNVDVYYKEGVKTEEDIINAIED 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !!!!!!!!!!!!!*!!!*!!!!!

logo

F
YHKRGI

VNLLFYGHGSEYAEEMVFNLVGSEDYPDMEFVI SNAEKASKADNVTSVHFLNSGEAMGFFGGMTAAHMSKTNQI
VGVIASFKTWQ

NTDB id 38751 BATR1942 RS03200 WP 013390469.1 YHKRGINLLFGHGSEYEEMFNLVSEDYPDMEFVISNAESKADNVTSVHLNGEAMGFFGGMTAAHMSKTNQIGVIASFKWQ 160
NTDB id 94 BSU 11300 NP 389012.2 FHKRGVNLLYGHGSEYAEVFNLVGEDYPDMEFVISNAKAKADNVTSVHFSGEAMGFFGGMTAAHMSKTNQVGVIASFTWQ 160
consensus *!!!!*!!!*!!!!!! !*!!!! !!!!!!!!!!!!! !!!!!!!!! !!!!!!!!!!!!!!!!!!!!*!!!!!! !!

logo PEVDGF IKGAKYENPDI ETI
VNTKYTDHWDDDTTAVKLYEQKI

MKENEGADVVYPAGDGYNVPVIQQIKKDGLYAIGYVTDQSDLQ
NTDB id 38751 BATR1942 RS03200 WP 013390469.1 PEVDGFIKGAKYENPDITINTKYTDHWDDDTTAVKLYEKIKEEGADVVYPAGDGYNVPVIQQIKKDGLYAIGYVTDQSDQ 240
NTDB id 94 BSU 11300 NP 389012.2 PEVDGFIKGAKYENPDIEVNTKYTDHWDDDTTAVKLYQKMKNEGADVVYPAGDGYNVPVIQQIKKDGLYAIGYVTDQSDL 240
consensus !!!!!!!!!!!!!!!!! *!!!!!!!!!!!!!!!!!! !*! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GENTVLTSTVQNVDKAYEGI IAEQFYNSKGTLEGSGDHYFYDFLKNDTGHVVEMGTFSPLVDKQADFQDQKRIAAKL IKTYNKQTDGELPKKNE
NTDB id 38751 BATR1942 RS03200 WP 013390469.1 GENTVLTSTVQNVDKAYGIIAEQYSKGTLESGDHYFDFKDHVVEMGTFSPLVDKAFQDKIAALIKTYNQTDELPKKE 317
NTDB id 94 BSU 11300 NP 389012.2 GENTVLTSTVQNVDKAYEIIAEQFNKGTLEGGDHYYDLNTGVVEMGTFSPLVDQDFQQRIAKLIKTYNKTGELPKNE 317
consensus !!!!!!!!!!!!!!!!! !!!!!* !!!!! !!!!*! *!!!!!!!!!!!! !! *!! !!!!!! ! !!!! !
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