logo

NTDB id 38749 BATR1942 RS02870 WP
NTDB id 120 BSU 10620 NP 388943.2
consensus

logo

NTDB id 38749 BATR1942 RS02870 WP
NTDB id 120 BSU 10620 NP 388943.2
consensus

logo

NTDB id 38749 BATR1942 RS02870 WP
NTDB id 120 BSU 10620 NP 388943.2
consensus

logo

NTDB id 38749 BATR1942 RS02870 WP
NTDB id 120 BSU 10620 NP 388943.2
consensus

logo

NTDB id 38749 BATR1942 RS02870 WP
NTDB id 120 BSU 10620 NP 388943.2
consensus

logo

NTDB id 38749 BATR1942 RS02870 WP
NTDB id 120 BSU 10620 NP 388943.2
consensus

logo

NTDB id 38749 BATR1942 RS02870 WP
NTDB id 120 BSU 10620 NP 388943.2
consensus

003327682.

003327682.

003327682.

003327682.

003327682.

003327682.

003327682.

i

MGAEFLVGRSGSGKTKLI I

(L

PFGKPIIFLVPDOQMTFLMEYELAKTPY

R TEL BEA

Sl

GGMIRAQVFSFSRLAWRVLQHTG

MGAEFLVGRSGSGKTKLIINSTIQDELRREIPFGKPIIFLVPDQMTFLMEYELAKTPY GGMIRAQVFSFSRLAWRVLQHTG
Prrrrrrrrrrrrrrrrrrrrrrnn

I EEHRIRS EUER LEHR L

WRPEF TSTG QMLLRKLIEEHKQEFKVYQKASDKSGFTI
MBRPF TSTG

[ T T T A I

M S etRoctlL

SGTA YRIJERVL

E
QMLLRKLIEEHKQEFKVYQKASDKSGFTENQVERMLTEFKRYCLEPEDIRRME\ESGTA YREERVL
I

0 ERLEENL L R D T R s XA

MILYQQMEKSLIMNQYLHSEDYLTLLAE P}

BIILYQQMEKSLESWQYLHSEDYLTLLAERI PIMAED KGAH YVDGFYQFTPQEFRVLIX
rrrrrrrrnd

et LR TR e

P EL LFRMTGKTYY[N

|2 PBIEL LERMTGK

VERMLTEFKRYCLEPEDIRRMM

AEH TFSLTADKP
MUBIAEH TESLTADKP

AED KGAH YVDGFYQFTPQEFRVLpN

DRELTE TR L EACYBAA  efHCEA ) CAA

WWTPELAHLEAY ARPA P |8
FWWUTPELAHLEAMY ARPA P I
! Pa L1k Dk

ANMJELBILD I T
AIdEL LDITM
1

TVMQAANR

AMTVMQAANR]
R

J Ll

AL

BWELEGIAREIHALVR KGJBRYKD AILARQPEDYKDMVKE FADYEIPYFIDGKASMLNHPL EFIRSSLDV KGNWRY
WELEGIARETHALVR KGMRYKD AILARQPEDYKDMVKE FADYEIPYFIDGKASMLNHPL EFIRSSLDV KGNWRY]

AR INEL e R

EAVFRCVKTELLFPL|D3

EAVFRCVKTELLFPLRp
Prrrrrrrrrrrnnd

0B e T LR

LKLDQERQRAE DGRIIEAQQH QAWDAVIQLLEEFVEMMG DEI
WYLEETD PLKLDQERQRAE DGRIIEAQQH QAWDAVIQLLEEFVEMMG DEI

R

AL

g8 REQVDQLENYCIAYGIKGDRWT GDRFIYYRRFVSLDDDFAQTDQEIEMENMLNDTRDW

I8¢ REQVDQLENYCIAYGIKGDRWT GDRF[NYRRFVSLDDDFAQTDQEIEMENMLNDTRDW
]

UEEE 5

LR

LQKRMKISAKTVQ |

80

160
160

240
240

320
320

400
400

480
480

560
560



logo

NTDB id 38749 BATR1942 RS02870 WP
NTDB id 120 BSU 10620 NP 388943.2
consensus

logo

NTDB id 38749 BATR1942 RS02870 WP
NTDB id 120 BSU 10620 NP 388943.2
consensus

logo

NTDB id 38749 BATR1942 RS02870 WP
NTDB id 120 BSU 10620 NP 388943.2
consensus

logo

NTDB id 38749 BATR1942 RS02870 WP
NTDB id 120 BSU 10620 NP 388943.2
consensus

logo

NTDB id 38749 BATR1942 RS02870 WP
NTDB id 120 BSU 10620 NP 388943.2
consensus

logo

NTDB id 38749 BATR1942 RS02870 WP
NTDB id 120 BSU 10620 NP 388943.2
consensus

logo

NTDB id 38749 BATR1942 RS02870 WP
NTDB id 120 BSU 10620 NP 388943.2
consensus

003327682.

003327682.

003327682.

003327682.

003327682.

003327682.

003327682.

AL R AR R 1 TR UL A VLA L

SLELFQQM ENGAESLISFIALIPPALDQVFVGNMDLSRMYGTRICTFV GANDGVLPARP INGVLSDDDREWLKTIGVELS
SLWLFQQM ERGAESLIFRILTPPALDQVFVGNMDLSRMYGTRCTFV GANDGVLPARP RIGVLSDDDREWLKTIGVELS
Il PR et Prrrrrrr et

3 RERLDELIY A SRS AR AL SR gL AR

SGGRERLLDEHFLIYMAJMSSPSDRLYVSYPIADAEGKTLLPSH VKRLWELFP HWNERLLTNEPEQVSD[EQL Y VNKS
SGGRERLLDEHFLIYMAJISSPSDRLYVSYPIADAEGKTLLPSKI VKRLIZELFPRIHIMERLLTNEPEQVSD EQL Y VNKS
Pt P bt et bttt sl

EDRBR DI UL e RN A 81 VR T

VAQS TASQEIRLW® EYDISDVWWSIYNVLMIYEIFDRL SKKLFSSLFFRNEVKIJLERIVSRQLYGERIIIGSVSRMETFNA
VAQS TASQIRRLWEy EYDISDVWWSI@YNVLMBJE DRL SKKLFSSLFFRNEVK LERBVSRQLYGE I GSVSRMETFNA

T N

St AP LU RURLD WU L LR L

CPFSHFASHGLHLKERQFFKLEAPDIGQLFHSSLKLISDRLREQKLDWRDLTK QCIJNFSY AVERLAPKLQKEILLSSN
CPFSHFASHGLHLKERQFFKLEAPDIGQLFHSSLKLISDRLREQKLDWRDLTK QCI¥®ESY AVERLAPKLQKEILLSSN

TRV S ey LT T EV AR

RHYYVKEKLQKIVEIRVSGILSEHAKASGFE\P GLELGFGGKGPLPPLTFILKNGCTMELVGRIDRVDKAESSKGLLLRIV
RHYYVKEKLQKIVWRVSGILSEHAKASGFNP GLELGFGGKGPLPPLTFNLKNGCTMELVGRIDRVDKAESSKGLLLRIV
PELL L e ]

KWV LAG UYIO L PRI i LR RE IR

DYKSSDKGLDLYEVYYGLALQMLTYLDLSIT SADWLGM ATPAGVLYFHIHDPMIQE® PLGLDEIEQEIFKKFKMKGL
DYKSSDKGLDLEAEVYYGLALQMLTYLDLSITISADWLGM ATPAGVLYFHIHDPMIQE PLGLDEIEQEIFKKFKMKGL
R

bR OTICE RS0 DR e RRTRERED TR E

LLGDQER RLMDTTLQEGRSNIINAGLKKDGSLRSDSAAVGEREFRILLTWHVRRTFQEAGEQITDGIVSIEPYK K[NKTP
LLGDQE)] RLMDTTLQEGRSNIINAGLKKDGSLRSDSAAVGEMEF LLTIMHVRRTFQEAGEQITDG VSIEPYK KJKTP
NENEE NPIRE T

640
640

720
720

800
800

880
880

960
960

1040
1040

1120
1120



1S CHELEE AR L )

NTDB id 38749 BATR1942 RS02870 WP 003327682.1 [MWEE SIWEAACIN)NDIHYHONN\IAEHN NG 0] HiWme RIS Q9 HEI¢D A 1166
NTDB id 120 BSU 10620 NP 388943.2 CTYCIIFKSVCQFDESLEENEYRJIJLKAEKD TIL W KKE DGl 1166
consensus PELL LRttt skt bbbkl bkl Lkl x|

X non conserved
B similar
>50% conserved



