
logo MSQKTDALPLDESTYEVNGSASTIAVLPEEP I
M
D
NGKI

M
C
YSKI I EKDCTVFYVNSMKPLQIVDRSCRFYFGSSYAGRKAGTYEVI

T
K
NI SHKPP

NTDB id 38748 BATR1942 RS02810 WP 003327695.1 MSQKTDALLDTYEVNSSTIAVLPEPMNGKMYSKIIEKDCTFYVSMKPLQIVDRSCRYFGSSYAGRKAGTYEVINISHKPP 80
NTDB id 78 BSU 10420 NP 388923.1 MSQKTDAPLESYEVNGATIAVLPEEIDGKICSKIIEKDCVFYVNMKPLQIVDRSCRFFGSSYAGRKAGTYEVTKISHKPP 80
consensus !!!!!!!*!**!!!! !!!!!!!** !!**!!!!!!!! !!! !!!!!!!!!!!!*!!!!!!!!!!!!!!! !!!!!!

logo IMVDLPSNHQI FLFPTLSSTRPQCGWI SHVHVKEFKATEFDDTAEVTFSNGKTMELP I
VSCYNSFENQVYRTAWLRTKFQDRI

V
D
EH

NTDB id 38748 BATR1942 RS02810 WP 003327695.1 IMVDLSNHIFLFPTLSSTRPQCGWISHVHVKEFKATEFDDTAVTFSNGKTMELPVSCNSFENQVYRTAWLRTKFQDRVEH 160
NTDB id 78 BSU 10420 NP 388923.1 IMVDPSNQIFLFPTLSSTRPQCGWISHVHVKEFKATEFDDTEVTFSNGKTMELPISYNSFENQVYRTAWLRTKFQDRIDH 160
consensus !!!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!**!

logo

RA
VPKRQEFMLYPKEERTKRMIYDF I LRELGERY

NTDB id 38748 BATR1942 RS02810 WP 003327695.1 .APKRQEFMLYPKEERTRMIYDFILRELGERY 191
NTDB id 78 BSU 10420 NP 388923.1 RVPKRQEFMLYPKEERTKMIYDFILRELGERY 192
consensus * !!!!!!!!!!!!!!!*!!!!!!!!!!!!!!
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X ≥ 50% conserved


