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NTDB id 600 KW2 RS01765 WP 011675413.1 .................MATKKKTNFDDITKKYGAERDKALADALALIEKDFGKGSLMRLGEA.ANQKVSVVSSGSLALD 62
NTDB id 269 KZH43 RS08665 WP 001085462.1 ..................MAKKPKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALD 61
NTDB id 228 SPD RS09265 WP 001085462.1 ..................MAKKPKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALD 61
NTDB id 194 SPR RS08825 WP 001085462.1 ..................MAKKPKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALD 61
NTDB id 159 SP RS09750 WP 001085462.1 ..................MAKKPKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALD 61
NTDB id 527 SMSK321 RS11065 WP 001085454.1 ..................MAKKPKKLDEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALD 61
NTDB id 499 SM12261 RS08315 WP 078228268.1 ..................MAKKPKKLDEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALD 61
NTDB id 408 SMU RS09530 WP 002262392.1 ..................MAKRIKKTEEITKKFGDERKKALDDALKNIEKDFGKGAVMRLGER.AEQKVQVMSSGSLALD 61
NTDB id 453 Spy49 1753c ACI62003.1 ..................MAKKLKKNEEITKKFGDERRKALDDALKNIEKDFGKGAVMRLGER.AEQKVQVMSSGSLALD 61
NTDB id 115 BSU 16940 NP 389576.2 .................................MSDRQAALDMALKQIEKQFGKGSIMKLGEK.TDTRISTVPSGSLALD 46
NTDB id 625 LCA RS02525 WP 011374196.1 ...............................MAKDERQAALDAALKKIEKNFGKGSIMRMGEK.VDTQVSTVSSGSLALD 48
NTDB id 1313 DR RS12030 WP 010888966.1 ...................MSKDATKEISAPTDAKERSKAIETAMSQIEKAFGKGSIMKLGAE.SKLDVQVVSTGSLSLD 60
NTDB id 38740 BBPR RS06400 WP 003820771.1 MAQRTTSKGGAGKAASKASVREAASNGPVGDGIDPRRKAALDSALEQVEKSFGKGSAMRLGDK.PEQNVEVIPTGSLALD 79
NTDB id 1245 Cj1673c YP 002345041.1 ................................MDDNKRKSLDAALKSLDKTFGKGTILRLGDK.EVEQIDSIGTGSVGLD 47
NTDB id 1211 C694 RS00795 WP 000963128.1 ..............................MAIDEDKQKAISLAIKQIDKVFGKGALVRLGDK.QVEKIDSISTGSLGLD 49
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ..............................MAIDEDKQKAISLAIKQIDKVFGKGALVRLGDK.QVEKIDAISTGSLGLD 49
NTDB id 1334 RA0C RS04870 WP 004918236.1 ........................MAKTETTSPNDDKKKALAAVLEKLDKTYGKGTVMKLGDGTVDHNIEVIPSGSLGLD 56
NTDB id 1389 A4U84 RS07560 WP 021112712.1 MAE...............NKKSSKNNTVVKQVEPEQKKQALEAALAQIEKQFGKGSIMKLGQT.EQLDIESVSTGSLGLD 64
NTDB id 1130 NGFG RS03960 WP 003688695.1 ................................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEENLEVISTGSLGLD 48
NTDB id 1124 NGFG RS03960 WP 003688695.1 ................................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEENLEVISTGSLGLD 48
NTDB id 1123 OK783 RS03845 WP 003688695.1 ................................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEENLEVISTGSLGLD 48
NTDB id 1427 RS RS02760 WP 011000510.1 MED...............G........KKAASMSAEKQKALAAALAQIEKQFGKGSIMKMGDA.EVEPVQVVSTGSLGLD 56
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ................................MDENKQKALAAALGQIEKQFGKGSIMRLGDN.RAMDVETISTGSLSLD 47
NTDB id 1142 GTF74 RS11550 WP 000344154.1 ................................MDENKQKALAAALGQIEKQFGKGSIMRLGDN.RAMDVETISTGSLSLD 47
NTDB id 1022 ACIAD RS06390 WP 004925639.1 ................................MDDNKSKALQAALSQIEKQFGKNTVMRLGDN.TVQAVEAVSTGSLTLD 47
NTDB id 1074 ABD1 RS10195 WP 000344167.1 ................................MDENKSKALQAALSQIEKQFGKNTVMRLGDN.TVQAVEAVSTGSLTLD 47
NTDB id 1205 PSJM300 05545 AFN77183.1 ................................MDENKKRALAAALGQIEKQFGKGAVMRMGDH.DRQAIPSISTGSLGLD 47
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VANAEQMVCAQQRKDGLMSVQANENGSKGQVITACAYFVIDAENHAMFLDMVPDETKQHAVYADEGQTKARHNRAKLGI
VKDNLVTIPEDSDNEL IYL IVLASQPDFHYNSTGEQGALQE I

NTDB id 600 KW2 RS01765 WP 011675413.1 IALGAGGYPKGRIVEIYGPESSGKTTVALHAVAAVQKEGGIAAFIDAENALDPEYAKALGVNIDELLLSQPDYGEQGLQI 142
NTDB id 269 KZH43 RS08665 WP 001085462.1 IALGSGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEI 141
NTDB id 228 SPD RS09265 WP 001085462.1 IALGSGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEI 141
NTDB id 194 SPR RS08825 WP 001085462.1 IALGSGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEI 141
NTDB id 159 SP RS09750 WP 001085462.1 IALGSGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEI 141
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IALGSGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEI 141
NTDB id 499 SM12261 RS08315 WP 078228268.1 IALGSGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEI 141
NTDB id 408 SMU RS09530 WP 002262392.1 IALGAGGYPKGRIVEIYGPESSGKTTVALHAVAQAQKDGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEI 141
NTDB id 453 Spy49 1753c ACI62003.1 IALGAGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLAQPDSGEQGLEI 141
NTDB id 115 BSU 16940 NP 389576.2 TALGIGGYPRGRIIEVYGPESSGKTTVALHAIAEVQQQGGQAAFIDAEHALDPVYAQKLGVNIEELLLSQPDTGEQALEI 126
NTDB id 625 LCA RS02525 WP 011374196.1 EALGVGGYPRGRIVEIYGPESSGKTTVALHAVAEVQKQGGTAAYIDAENAMDPKYATALGVNIDDLLLSQPDTGEQGLEI 128
NTDB id 1313 DR RS12030 WP 010888966.1 LALGVGGIPRGRITEIYGPESGGKTTLALAIVAQAQKAGGTCAFIDAEHALDPVYARALGVNTDELLVSQPDNGEQALEI 140
NTDB id 38740 BBPR RS06400 WP 003820771.1 LALGIGGLPKGRIVEIYGPESSGKTTLALHVVANAQKNGGVAAFIDAEHALDPVYARHLGVDTDSLIVSQPDNGEQALEI 159
NTDB id 1245 Cj1673c YP 002345041.1 LALGIGGVPKGRIIEIYGPESSGKTTLTLHIIAECQKAGGVCAFIDAEHALDVKYAKNLGVNTDDLYVSQPDFGEQALEI 127
NTDB id 1211 C694 RS00795 WP 000963128.1 LALGIGGVPKGRIIEIYGPESSGKTTLSLHIIAECQKNGGVCAFIDAEHALDVHYAKRLGVDTENLLVSQPDTGEQALEI 129
NTDB id 1214 NCTC11637 00359 SQJ03206.1 LALGIGGVPKGRIIEIYGPESSGKTTLSLHIIAECQKNGGVCAFIDAEHALDVHYAKRLGVDTENLLVSQPDTGEQALEI 129
NTDB id 1334 RA0C RS04870 WP 004918236.1 LALGVGGYPKGRIVEIYGPESSGKTTLTLHAIAEAQKVGGTAAFIDAEHAFDMHYAEKLGINLEELIVSQPDNGEQALEI 136
NTDB id 1389 A4U84 RS07560 WP 021112712.1 LALGIGGLPMGRIVEIYGPESSGKTTLTLSLIAQAQKGNKTCAFIDAEHALDPVYARNLGVNTDELLISQPDNGEQALEI 144
NTDB id 1130 NGFG RS03960 WP 003688695.1 LALGVGGLPRGRIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEI 128
NTDB id 1124 NGFG RS03960 WP 003688695.1 LALGVGGLPRGRIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEI 128
NTDB id 1123 OK783 RS03845 WP 003688695.1 LALGVGGLPRGRIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEI 128
NTDB id 1427 RS RS02760 WP 011000510.1 VALGVGGLPRGRVVEIYGPESSGKTTLTLQVVAEMQKLGGTCAFIDAEHALDVTYADKLGVKVPDLLISQPDTGEQALEI 136
NTDB id 1165 A1552VC RS01565 WP 000344154.1 IALGAGGLPMGRIVEIFGPESSGKTTLTLELIAAAQREGKTCAFIDAEHALDPVYAKKLGVNIDELLVSQPDTGEQALEI 127
NTDB id 1142 GTF74 RS11550 WP 000344154.1 IALGAGGLPMGRIVEIFGPESSGKTTLTLELIAAAQREGKTCAFIDAEHALDPVYAKKLGVNIDELLVSQPDTGEQALEI 127
NTDB id 1022 ACIAD RS06390 WP 004925639.1 IALGIGGLPKGRIVEIYGPESSGKTTMTLQAIAQCQKAGGTCAFIDAEHALDPQYARKLGVDIDNLLVSQPDHGEQALEI 127
NTDB id 1074 ABD1 RS10195 WP 000344167.1 IALGIGGLPKGRIIEIYGPESSGKTTMTLQAIAQCQKSGGTCAFIDAEHALDPQYARKLGVDIDNLLVSQPDNGEQALEI 127
NTDB id 1205 PSJM300 05545 AFN77183.1 IALGIGGLPKGRIVEIYGPESSGKTTLTLSVIAAAQRMGSTCAFVDAEHALDPDYAGKLGVNVDDLLVSQPDTGEQALEI 127
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MGDAQSKSLHPMVGLHQARMLLMSHQAMLRKMILASGTSAGAITVHNSVALIASHKNNQRKAMSTGKNCTAMLTICLVALVI F INQVLIRDEMKVIGAIMVFMGYFGTSNPE
NTDB id 600 KW2 RS01765 WP 011675413.1 AEKLITSGAVDLVVIDSVAALVPKAEIDGEIGDSSVGLQARMMSQAMRKLAGHINKTKTTAIFINQLREKVGVM.FGSPE 221
NTDB id 269 KZH43 RS08665 WP 001085462.1 AGKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPE 220
NTDB id 228 SPD RS09265 WP 001085462.1 AGKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPE 220
NTDB id 194 SPR RS08825 WP 001085462.1 AGKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPE 220
NTDB id 159 SP RS09750 WP 001085462.1 AGKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPE 220
NTDB id 527 SMSK321 RS11065 WP 001085454.1 AGKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPE 220
NTDB id 499 SM12261 RS08315 WP 078228268.1 AGKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGNPE 220
NTDB id 408 SMU RS09530 WP 002262392.1 AGKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLSASINKTKTIAIFINQLREKVGIM.FGNPE 220
NTDB id 453 Spy49 1753c ACI62003.1 AGKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLSASINKTKTIAIFINQLREKVGVM.FGNPE 220
NTDB id 115 BSU 16940 NP 389576.2 AEALVRSGAVDIVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLSGAINKSKTIAIFINQIREKVGVM.FGNPE 205
NTDB id 625 LCA RS02525 WP 011374196.1 ADALVSSGAVDILVVDSVAALVPRAEIEGEMGDAHVGLQARLMSQALRKLSGTINKTKTIALFINQIREKVGVM.FGNPE 207
NTDB id 1313 DR RS12030 WP 010888966.1 MELLVRSGAIDVVVVDSVAALTPRAEIEGDMGDSLPGLQARLMSQALRKLTAILSKTGTAAIFINQVREKIGVM.YGNPE 219
NTDB id 38740 BBPR RS06400 WP 003820771.1 ADMLIRSGALDVIVIDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKMTGALAQAGTTAIFINQLREKIGVF.FGNPE 238
NTDB id 1245 Cj1673c YP 002345041.1 VETIARSGAVDLIVVDSVAALTPKAEIEGDMGDQHVGLQARLMSQALRKLTGIVHKMNTTVIFINQIRMKIGAMGYGTPE 207
NTDB id 1211 C694 RS00795 WP 000963128.1 LETITRSGGIDLVVVDSVAALTPKAEIDGDMGDQHVGLQARLMSHALRKITGVLHKMNTTLIFINQIRMKIGMMGYGSPE 209
NTDB id 1214 NCTC11637 00359 SQJ03206.1 LETITRSGGIDLVVVDSVAALTPKAEIDGDMGDQHVGLQARLMSHALRKITGVLHKMNTTLIFINQIRMKIGMMGYGSPE 209
NTDB id 1334 RA0C RS04870 WP 004918236.1 ADSLIRSGGVDIVVVDSVAALTPKAEIDGDMGDSKMGLHARLMSQALRKLTSSISKTKCTVIFINQLRDKIGVM.FGSPE 215
NTDB id 1389 A4U84 RS07560 WP 021112712.1 CDALVRSGAVDVIIVDSVAALTPKAEIEGDMGDSHMGLQARLMSQALRKLTANIKNTNCLVVFINQIRMKIGVM.FGNPE 223
NTDB id 1130 NGFG RS03960 WP 003688695.1 CDTLVRSGGIDMVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM.FGSPE 207
NTDB id 1124 NGFG RS03960 WP 003688695.1 CDTLVRSGGIDMVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM.FGSPE 207
NTDB id 1123 OK783 RS03845 WP 003688695.1 CDTLVRSGGIDMVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM.FGSPE 207
NTDB id 1427 RS RS02760 WP 011000510.1 ADALVRSGSVDLIVIDSVAALVPKAEIEGEMGDALPGLQARLMSQALRKLTGTIKRTNCLVIFINQIRMKIGVM.FGSPE 215
NTDB id 1165 A1552VC RS01565 WP 000344154.1 CDALARSGAVDVIVVDSVAALTPKAEIEGEMGDSHMGLQARMLSQAMRKLTGNLKQSNCMCIFINQIRMKIGVM.FGNPE 206
NTDB id 1142 GTF74 RS11550 WP 000344154.1 CDALARSGAVDVIVVDSVAALTPKAEIEGEMGDSHMGLQARMLSQAMRKLTGNLKQSNCMCIFINQIRMKIGVM.FGNPE 206
NTDB id 1022 ACIAD RS06390 WP 004925639.1 ADMLVRSGAIDLIVVDSVAALTPKAEIEGEMGDSHMGLQARLMSQALRKITGNAKRSNCMVIFINQIRMKIGVM.FGSPE 206
NTDB id 1074 ABD1 RS10195 WP 000344167.1 ADMLVRSGAIDLIVVDSVAALTPKAEIEGEMGDSHMGLQARLMSQALRKITGNAKRSNCMVIFINQIRMKIGVM.FGSPE 206
NTDB id 1205 PSJM300 05545 AFN77183.1 TDMLVRSNAVDVIIVDSVAALVPKAEIEGEMGDAHVGLQARLMSQALRKITGNIKNANCLVIFINQIRMKIGVM.FGSPE 206
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NTDB id 600 KW2 RS01765 WP 011675413.1 TTPGGRALKFYASVRLDVRGSTKIEEGS.GDNKTQIGKITKIKVVKNKVAPPFKVALVDIMFGEGISSTGELLNIAVEEG 300
NTDB id 269 KZH43 RS08665 WP 001085462.1 TTPGGRALKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLD 299
NTDB id 228 SPD RS09265 WP 001085462.1 TTPGGRALKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLD 299
NTDB id 194 SPR RS08825 WP 001085462.1 TTPGGRALKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLD 299
NTDB id 159 SP RS09750 WP 001085462.1 TTPGGRALKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLD 299
NTDB id 527 SMSK321 RS11065 WP 001085454.1 TTPGGRALKFYASVRLDVRGSTQIKGTG.DQKDTNVGKETKIKVVKNKVAPPFKEAFVEIMYGEGISKTGELLKIASDLD 299
NTDB id 499 SM12261 RS08315 WP 078228268.1 TTPGGRALKFYASVRLDVRGSTQIKGTG.DQKDTNVGKETKIKVVKNKVAPPFKEAFVEIMYGEGISKTGELLKIASDLD 299
NTDB id 408 SMU RS09530 WP 002262392.1 TTPGGRALKFYSSVRLDVRGNTQIKGTG.EQKDSNIGKETKIKVVKNKVAPPFKEAFVEIIYGEGISRTGELVKIASDLG 299
NTDB id 453 Spy49 1753c ACI62003.1 TTPGGRALKFYASVRLDVRGTTQIKGTG.DQKDSSIGKETKIKVVKNKVAPPFKVAEVEIMYGEGISRTGELVKIASDLD 299
NTDB id 115 BSU 16940 NP 389576.2 TTPGGRALKFYSSVRLEVRRAEQLKQGN.....DVMGNKTKIKVVKNKVAPPFRTAEVDIMYGEGISKEGEIIDLGTELD 280
NTDB id 625 LCA RS02525 WP 011374196.1 VTPGGRALKFYSTVRLEVRRAETIKNGT.....DMIGNRARIKVVKNKVAPPFKVAEVDIMYGQGISRTGELVDMAVEKD 282
NTDB id 1313 DR RS12030 WP 010888966.1 TTTGGRALKFYASVRLDVRKIGQ....PTKVGNDAVANTVKIKTVKNKVAAPFKEVELALVYGKGFDQLSDLVGLAADMD 295
NTDB id 38740 BBPR RS06400 WP 003820771.1 TTTGGKALKFYASVRLDIRRIQT....I.KNGEEAVGNRTKVKVVKNKMAPPFKSAEFDVLYGEGISKEGSVLDMALQCN 313
NTDB id 1245 Cj1673c YP 002345041.1 TTTGGNALKFYASVRLDVRKVAT....L.KQNEEPIGNRVKVKVVKNKVAPPFRQAEFDVMFGEGLSREGELIDYGVKLD 282
NTDB id 1211 C694 RS00795 WP 000963128.1 TTTGGNALKFYASVRIDIRRIAS....L.KQNEQHIGNRAKAKVVKNKVAPPFREAEFDIMFGEGISKEGEIIDYGVKLD 284
NTDB id 1214 NCTC11637 00359 SQJ03206.1 TTTGGNALKFYASVRIDIRRIAA....L.KQNEQHIGNRAKAKVVKNKVAPPFREAEFDIMFGEGISKEGEIIDYGVKLD 284
NTDB id 1334 RA0C RS04870 WP 004918236.1 TTTGGNALKFYASVRIDIRRSLSDTGKIKDKSGEVIGNRTKVKVVKNKVAPPFKSAEFDIMYGEGVSKVGEILDVATDLD 295
NTDB id 1389 A4U84 RS07560 WP 021112712.1 TTTGGNALKFYASVRLDIRRCGV....V.KDGDEIIGSETKVKVVKNKVAPPFREVQFDIMYGEGISRMNELLILAEANG 298
NTDB id 1130 NGFG RS03960 WP 003688695.1 TTTGGNALKFYSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDIGVKND 282
NTDB id 1124 NGFG RS03960 WP 003688695.1 TTTGGNALKFYSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDIGVKND 282
NTDB id 1123 OK783 RS03845 WP 003688695.1 TTTGGNALKFYSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDIGVKND 282
NTDB id 1427 RS RS02760 WP 011000510.1 TTTGGNALKFYASVRLDIRRIGS....I.KKGDEVVGNETKVKVVKNKVAPPFREAIFDILYGAGVSREGEIIDLGVEAK 290
NTDB id 1165 A1552VC RS01565 WP 000344154.1 TTTGGNALKFYASVRLDIRRTGA....I.KEGEEVVGNETRIKVVKNKIAAPFKEANTQIMYGQGFNREGELIDLGVKHK 281
NTDB id 1142 GTF74 RS11550 WP 000344154.1 TTTGGNALKFYASVRLDIRRTGA....I.KEGEEVVGNETRIKVVKNKIAAPFKEANTQIMYGQGFNREGELIDLGVKHK 281
NTDB id 1022 ACIAD RS06390 WP 004925639.1 TTTGGNALKFYASVRLDIRRIGQ....V.KEGDEIIGSETKVKVVKNKMAPPFREAIFQILYGKGVNQLGELVDLAVQQN 281
NTDB id 1074 ABD1 RS10195 WP 000344167.1 TTTGGNALKFYASVRLDIRRIGQ....V.KEGDEIVGSETKVKVVKNKMAPPFKEAIFQILYGKGTNQLGELVDLAVQQD 281
NTDB id 1205 PSJM300 05545 AFN77183.1 TTTGGNALKFYASVRLDIRRTGA....V.KEGDEVVGSETRVKVVKNKVAPPFRQAEFQILYGKGIYRNGEIIDLGVQQG 281
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NTDB id 600 KW2 RS01765 WP 011675413.1 IIKKSGAWFAYNDEKIGQGAEKAKNYLKEHQDVFDEIDHKVRAAHGLLDDSEVAETEEETTASKTKAKAKKEEKAVETEE 380
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