
logo MFSFFWKRKRKRKAKEQEPATPALPAEEAPPQVAQAEPTAVAKPPVEPSTELAVAPAPTPAPQAIVGPNP I
T
K
P
A
E
D
P
TPAP

V
A
E
P
S
I
L
A
P
A
E
P
SVKPGVPVPRATEPSTAP I

V
E
PTPVASGPAVPVAEPQVKPAE

NTDB id 387356 FOB72 RS13090 WP 150372908.1 MFSFWKKRKAEPAPAPAEPPVAAPVAPPPTLAPAPTPAPAVPPTPAPTPAPAPIPAPVPVPVPTPTPIPTPAPVPAPVPA 80
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVA.....QIVGNIKED...VESLAESVKG..RAESAVETVSGAVEQVKE 70
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NTDB id 387356 FOB72 RS13090 WP 150372908.1 DEALFEELETALLMADAGVEATEYLLGELRRRVKSERIETAEGVKAALRALLIDLLRPLEKSMALG.REQPLVMMIAGVN 234
NTDB id 1118 NGFG RS11455 WP 003696286.1 GEDLYEELETVLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGIN 226
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NTDB id 387356 FOB72 RS13090 WP 150372908.1 GAGKTTSIGKLCKHFQNYGQSVLLAAGDTFRAAAREQLTIWGERNNVMVVAQESGDPAAVIFDAVNAARARGIDIVMADT 314
NTDB id 1118 NGFG RS11455 WP 003696286.1 GAGKTTSIGKLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADT 306
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NTDB id 387356 FOB72 RS13090 WP 150372908.1 AGRLPTQLHLMEELKKVKRVIGKAMPSAPHEVLLVIDANTGQNALAQTRAFDDALGLTGLIVTKLDGTAKGGILAAIARQ 394
NTDB id 1118 NGFG RS11455 WP 003696286.1 AGRLPTQLHLMEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASD 386
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NTDB id 387356 FOB72 RS13090 WP 150372908.1 RPVPVYFIGVGEKVEDLQPFRADEFADALLG 425
NTDB id 1118 NGFG RS11455 WP 003696286.1 RPVPVRYIGVGEGIDDLRPFDARAFVDALLD 417
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