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NTDB id 38731 KE3 RS00120 WP 020915966.1 MLTEIFSYDFMQRAIMAVVAISIFAPILGIFLILRHQSLMSDTLSHVSLAGVALGILLGKSTTWSTVIVVTIAAVVLEYLQTVYK 85
NTDB id 434 SGO RS09485 WP 012130954.1 .MLNLFSYDFMQRAFLAVIAMSLFSPILGTFLILRRQSLMSDTLSHVSLAGVAFGLVLGLSPTLTTVIVVMIAAVFLEYLRTIYK 84
NTDB id 437 SPR RS10075 WP 000950018.1 .MLSLLSYDFIQRAFLAVIAMSLFSPVLGTFLILRRQSLMSDTLSHVSLSGVAFGLVLGISPTVSTIAIVLIAAVFLEYLRTVYK 84
consensus ** **!!!!*!!!**!!*!*!*!*!*!!*!!!!!*!!!!!!!!!!!!!*!!!*!**!!*!*!**!***!*!!!!*!!!!*!*!!
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NTDB id 38731 KE3 RS00120 WP 020915966.1 HYIEISTAILMSLGLAVALIVTSKSENAGSVNLEQYLFGSIVTINMGQVIALFVIAVIVLILTLLFIRPMYVLTFDEETAFVDGL 170
NTDB id 434 SGO RS09485 WP 012130954.1 NFMEIGTAILMSTGLAISLIVMSKGKSSSSMSLDQYLFGSIVTISTEQVISLFVIAAVVLILTFLFIRPMYILTFDEDTAFVDGL 169
NTDB id 437 SPR RS10075 WP 000950018.1 SFMEIGTAILMSTGLAVSLIVMSKGKSSSSMSLDQYLFGSIVTISEEQVISLFVIAAVVLILTFLFLRPMYILTFDEDTAFVDGL 169
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NTDB id 38731 KE3 RS00120 WP 020915966.1 PVRLMSLLFNIVTGIAIALTIPAAGALLVSTIMVLPASIAMRLGKNFRSVIFIGVLVGFIGMVTGIITSYYWETPASATITIIFV 255
NTDB id 434 SGO RS09485 WP 012130954.1 PVRTMSILFNIVTGVAIALMIPAAGALLVSTIMVLPASIALRIGKNFKSVILLANIIGFFGMIAGLYISYYAETPASASITIIFV 254
NTDB id 437 SPR RS10075 WP 000950018.1 PVRTMSILFNMVTGVAIALMIPAAGALLVSTIMVLPASIALRLGKNFKSVMLLASAIGFLGMVAGLYISYYAETPASASITIIFV 254
consensus !!!*!!*!!!*!!!*!!!!*!!!!!!!!!!!!!!!!!!!!*!*!!!!*!!**** **!!*!!**!***!!!*!!!!!!*!!!!!!

logo

A
S
T

I
L
VF ILVL IVSNLFIVKNRKRVVF ISVRKRNS

NTDB id 38731 KE3 RS00120 WP 020915966.1 AIFLLVNLFNVVSRRNS 272
NTDB id 434 SGO RS09485 WP 012130954.1 SLFLVVNLIKKFVK... 268
NTDB id 437 SPR RS10075 WP 000950018.1 TVFILISLVRRFIK... 268
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