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NTDB id 387279 FOB75 RS04365 WP 150334233.1 MRPRVLLVEDSTSLAILYKQYVKDEPYDIFHVETGRDAIQFIERSKPQLIILDLKLPDMSGEDVLDWINQNDIPTSVIIA 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ......MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPDVPIVFM 74
consensus *******!!!* !*! !!* !* * * !! *! !!!!!! ! ! ! !!*!!!*!!!!*! !!! * ** ***
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NTDB id 387279 FOB75 RS04365 WP 150334233.1 TAHGSVDLAVNLIQKGAEDFLEKPINADRLKTSVALHLKRAK.LEDLVENIQSTFDRHNYHGFIGSSLPMQAVYKTIDAV 159
NTDB id 1157 A1552VC RS03895 WP 001888250.1 TAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKND.....VDNKNQNYQGFIGSSQTMQAVYRTIDSA 149
consensus !!!!!*! !! * *!! !!! !!* !!!!* *! ****! *! ***** *!!*!!!!!! *!!!!!*!!!

logo APSSTKSAS IVF ITVGESGTGKEVCAEAI
VHARAQSDKRGRDKPF IA INCAGAIPKRDL IMESE I

LFGHVKGAFTGAATTDERKQGAAETALADHGGTLF
NTDB id 387279 FOB75 RS04365 WP 150334233.1 APTSASVFIVGESGTGKEVCAEAVHRQSDRRDKPFIAINCGAIPRDLMESEIFGHVKGAFTGATTDRKGAATLAHGGTLF 239
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGGTLF 229
consensus !** !!*!! !!!!!!!!!!!!!*! ! ! !!!!!!!!!*!!!*!!*!!!*!!!!!!!!!!! !*! !!! !*!!!!!
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NTDB id 387279 FOB75 RS04365 WP 150334233.1 LDELCEMELEMQKKLLRFLQTGTYTPLGGTKEMKVDVRIICATNRDPLTEVEEGRFREDLYYRVHVVPIDMPPLRERGSD 319
NTDB id 1157 A1552VC RS03895 WP 001888250.1 LDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGDD 309
consensus !!!!!!!*!**! !!!!!*!!!!* **! *! !!!! *!!!!!!! !! !!!!!!!!!!!**!*!***!!!! !! !
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NTDB id 387279 FOB75 RS04365 WP 150334233.1 IVTLAKHFLSTYAKEDKKKFSNIDTEAQHVIKHYEWPGNVRQLQNIIRNIVVLNNDEKVTVAHLPAQLTQKKTQARTVTP 399
NTDB id 1157 A1552VC RS03895 WP 001888250.1 VIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPINRALP 389
consensus ** *! * ! !!* ! ! * ! * **!!!!!!!!!!!!**!!*!!!! *!* *!!**! ! * !
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NTDB id 387279 FOB75 RS04365 WP 150334233.1 VHVESSSPSSNLNGHNAPAMQTQPVEPVQPVQEVPAQQTLPSVGVETPSHSLSPYFNADGSIRPMWQVEREAIQNAIAYC 479
NTDB id 1157 A1552VC RS03895 WP 001888250.1 LAHE..................................................NKVSVHEIFPLWMTEKQAIEQAIEAC 419
consensus ***!************************************************** * ! !*! !* !! *!! !
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NTDB id 387279 FOB75 RS04365 WP 150334233.1 DGNVLNAAVMLELSPSTVYRKKQAWEADEVNLEQS. 514
NTDB id 1157 A1552VC RS03895 WP 001888250.1 DGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
consensus !!!** !! !**!!!!*!!! ! ! ! *
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