
logo MKRNNQSHKGLVI LFI SARRIQLFGIS ILMAIGLTALVSAMYIASAMVLI FSMALMQPVAYALNSLKAADQANVADS IMLEITKSNLIVDKVVPALMANPQLIAPEGDNQRGVTRELIKDRLFVQMFDSNEKGPLVLPAKPQALQPRAQGSAFYTIQI
T
L
Q
E
K
N
QPAPSR I

L
A
I
VLDLFPIDGSKVTAGDQNMQSGKQI

L
A
G
P
K
SDKT

Q
NTDB id 1284 ACE17W RS12370 WP 010946666.1 MRKIIAILILI..SASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1257 GCO85 RS04855 WP 163621000.1 MRKIIAILILI..SASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MNSGLSRLGIALLAA.MFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARIALDLPGVQNKLG..T 76
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARLILDFDKAGQKLA..K 77
NTDB id 387078 FHP22 RS13585 WP 171499848.1 MNNLFRQFSMGAVAMAVMQVANAQVSITNIVPMQIPGQGTEIRVMFNGLPP.QPAAYQLEQPSRLVLDFDKAQQSLK..Q 77
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLK..Q 77
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLK..Q 77
consensus !* ******** ** ******************************!***** *! ******! !**!!****** * *

logo

A
K
S
L
N
S
K
T

R
K
I
E
P
S
T

L
I
V
S
T
Q
A
V
L
T
R
G
N
N
S
E
T
L
A
R
H
SS IYVTNDI

V
S
T
V
E
A
S
A
V
D
A
K
G
D
K
D
QRTASVRVALVITI

L
V
E
NLATDKETRDLTSASVGSAYFSTGTSRTVAEGSNI

N
V
T
L
Y
F
F
S
I
V
LVKVLIGNGNS ISTAKPSQSANTAGTDSLNASFKTVEANSTKAPLVKASPAPASAPTYVASVAEQSPVI

F
K
I
P
T
K
N
P
Q
Y
V

NTDB id 1284 ACE17W RS12370 WP 010946666.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENSK.............EVFITNQV 145
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENSK.............EVFITNQV 145
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAPASYAQPIKPKPY 156
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTAT.....PV.......ATSAP...... 139
NTDB id 387078 FHP22 RS13585 WP 171499848.1 ASIPVATREASSVDVSSDAQRARLTVNLAEAGAFTTRVEGNTFILKINSTQAAAT.....PV.......AV.Q....... 137
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNK.....PL.......PVVS....... 138
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNK.....PL.......PVVS....... 138
consensus *** * ***!****** ! !****! * ********!* ****** * **

logo

VPQN
A
P
T
Q
A
A
G
Q
K
P

R
H
Q
A
E
G
V
I
G
R
K
S
R
NIDGFRQGR I

G
A
S
E
E
K
Q
Q
G
G
EGNQRLVLVVIDVLAQLSDGPSTTGNLITSPPIVDI

VTQEQVQGGKSEKVI IRVLIVDNRTFAPILKNGI
N
T
Q
K
L
IPADLTANHLRMAVKRRYLDNTVKTSNDFHASTPVAQSFTISVINTDSMASQYAQNQEDSKGDSKGRKNVTVG

NTDB id 1284 ACE17W RS12370 WP 010946666.1 VNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKV 225
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKV 225
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSDRT 236
NTDB id 1009 ACIAD RS15175 WP 004923730.1 .APQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDGSNG 218
NTDB id 387078 FHP22 RS13585 WP 171499848.1 .QTAQGISNIGFQRGAEGEGQVVIDLAGSNTPVDVQQQGSKIIVRTLGNKIPAHLARRLNVNDFATPVSTIDAQNDGGNG 216
NTDB id 1052 ABD1 RS15850 WP 001017033.1 .AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVG 217
NTDB id 1039 H0N27 RS01460 WP 031993779.1 .AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVG 217
consensus *** *!*!*** **! !**!* ******!****!************! *!**!*** !!**!! **** *** *

logo

S
R
V
M
I
S
TI ELQPSATKSGLDSYDGEHYLFMVAYQTVADNEKNRQKFLMTVIDS IVLFKPRMLPVQTTADNEKDVENAI EPVRFLRQTKNRASPSLKRKLYADNKAKNTFPQASVNFYSTGENKRKLI SLNDFQNDIDSE I

VRSARVLQL ILADFTDNGLINLMVTVASADKTSVQG
NTDB id 1284 ACE17W RS12370 WP 010946666.1 RMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQG 305
NTDB id 1257 GCO85 RS04855 WP 163621000.1 RMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQG 305
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTVQG 316
NTDB id 1009 ACIAD RS15175 WP 004923730.1 VISIQSTGSYEYMAYQAENKLTISLKRPQDNV.RLNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVTADSVQG 297
NTDB id 387078 FHP22 RS13585 WP 171499848.1 VITIQSAGSYEYMAYQAENKLTISLKRPVDKN.PFKPRAAQSYTGKKISLDFQDIEVRRVLQLLADFTGINMVAADTVQG 295
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQG 296
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQG 296
consensus ***!***!*!****!!************ * * * **!***!!*!!*!**!*!!!!*!!!!**!*!**!*!!!



logo

D
NITLHRLQNKNDI

VPWDQALDLIVI LTKTQKGNLDKRKRLKNGNVLMI LWVIDATPAKVDSASE I
M
L
A
D
I
A
K
R
S
M
AEREDQEQELAEKSAI

V
Q
K
Q
A
T
Q
I
S
A
T
E
V
E
KLEAP I

LRQRSTDELYI LQVILKNYAKAGADI EMAGVKLFI
NTDB id 1284 ACE17W RS12370 WP 010946666.1 DITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLI 385
NTDB id 1257 GCO85 RS04855 WP 163621000.1 DITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLI 385
NTDB id 1193 PAKAF RS26665 WP 003161249.1 NITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIAKLF 396
NTDB id 1009 ACIAD RS15175 WP 004923730.1 NITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAADIEKLI 377
NTDB id 387078 FHP22 RS13585 WP 171499848.1 NITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEE.EAKAIAQSVKLAPLQTEYIQLNYAKAADIEKLI 374
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLI 376
NTDB id 1039 H0N27 RS01460 WP 031993779.1 NITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLI 376
consensus *!!!*!***!!!!!!!**!*!**!!!!**!!!*********** !********** *!*!*****!***!!!!*!! !*

logo

Q
K
T
S
D
Q
V
K
G
K
R
T
Q
S

S
N
A
D
S
N
G
S
G
T
N
Q
G
S
E
N
R
L
S
QHTSGGGTSTGNSTNGSLSVNASTTGAVEDPSLGDNNSVGGTSKLELGSGDPRGSKTVITSLQVDAPDRTNSTI

L
W
I
A
I
Y
Q
N
Q
D
P
T
Q
S
G
A
E
T
Q
R
S
K
L
I EDEQLVIRGREKI

L
M
V
I
S
K
D
Q
LLDVI SQPVRKQV

NTDB id 1284 ACE17W RS12370 WP 010946666.1 KDKQN...............................SLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQV 434
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KDKQN...............................SLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQV 434
NTDB id 1193 PAKAF RS26665 WP 003161249.1 QSVTSDGGQE..........................GKEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQV 450
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TQGRNSGTSNS.........NTNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVKQV 448
NTDB id 387078 FHP22 RS13585 WP 171499848.1 TDGKNASNSR.....G....GTNSVSGADPLGDSVGSLLSPRGTVSVDPRTNTLIINDTAQKIDQIRGMIDLLDVSVKQV 445
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQV 456
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQV 456
consensus * * * ** * ** *******!!****! !!!**************!*****!!**!*!!

logo

L
M
V
I EAR IVERVANSTVKTGDSYFDSTQKSDE I

M
LGI

V
R
KWGGVIASLYRSHPQKTGGHIMLNTQWSNGNSNHNTLSLGEVYGAGKNSDEGLTNTI

LWGNI
L
K
R
D
N
E
E
P
E
D
K
GMN

A
C
S
R
K
G
N
D
D
P
E
D
I
T
A
TGSTGCGWAYPTKFAYEPNTTVITVGTSPEKLRSEPPQRDSRNPLFNLVDLAGAV

NTDB id 1284 ACE17W RS12370 WP 010946666.1 LIEARIVEVTKDFSQDIGIRWGVSRPTHLSG..TLEGANEL...........AR....GTAPANVV..PLERRLNLDLAA 495
NTDB id 1257 GCO85 RS04855 WP 163621000.1 LIEARIVEVTKDFSQDIGIRWGVSRPTHLSG..TLEGANEL...........AR....GTAPANVV..PLERRLNLDLAA 495
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MIEARIVEANVGYDKSLGVRWGGAYHKGNW....SGYGKDGNI.GIKDEDGMNCGPIAGSCTFPTTGTSKSPSPFVDLGA 525
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNLRNPD...SN.....GTYTI...ERPDNLNVDLGV 517
NTDB id 387078 FHP22 RS13585 WP 171499848.1 MIEARIVRATTDFTKEMGVKWGILSQGIMNNNHLLVGGNDTTLWNLREPE...KDDDTGGWKYEI...ERPQNLNVDLGV 519
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPK...KDETTGGYKYTI...ERPDNLNVDLGV 530
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPK...KDETTGGYKYTI...ERPDNLNVDLGV 530
consensus **!!!!!**** *****!**!!****** ** ***** ********** * * * * *** ****!!**

logo

A
VPLTGKA

S
T

D
S
N
T
T
A
P
A
G
T
S
A
G
V
S
R
G
S IGAI

L
F
A
G
F
K
L
L
I STLMNDSNDI

F
I
L
MLDLQELSAMLEQKSATEDGNRYAGE I

L
V
V
I SQSTPRKLVLVIMS

T
S
T
A
N
D
Q
K
E

Q
K
Q
A
TAVKI

V
L
E
A
K
S
TGSTVEQQE I

VPYQESTAESTGNSGSAGVANGASVTSATSATVTEASF
NTDB id 1284 ACE17W RS12370 WP 010946666.1 APLTGATPASVGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVAF 571
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VPLTGATPASVGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVAF 571
NTDB id 1193 PAKAF RS26665 WP 003161249.1 .....KDA.TSGIGIGFI.TDNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGA...TSTSF 595
NTDB id 1009 ACIAD RS15175 WP 004923730.1 .....TTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSF 592
NTDB id 387078 FHP22 RS13585 WP 171499848.1 .....TSAGASRIAFGLISLSDFMLDLELSALQADGYGEVISTPKVLTADKQQAKVASGTQIPYQSAEGGGVNAVSTTEF 594
NTDB id 1052 ABD1 RS15850 WP 001017033.1 .....SNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSF 604
NTDB id 1039 H0N27 RS01460 WP 031993779.1 .....SNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSF 604
consensus ***** !***********!!!*!!!****!**!**!*!******** !****! **!!!*** *** ****!



logo

I
KEKDAATVLLSLDEKNVTPNQS ITPDNGRKVI ILQVMNDEKVLKDNQVIANSTNSQKDATS IVPDGNASASYGPPYAQNMATLQFPTLNGQEVALPPTAI LI INTKKNSTNEVIQNATKNI

VLVDNDNGQETI
V
I
V
I
LGGI

V
Y
F
S
K
E
N

Q
E
Q
D
T
Q
K
T
A
S
M
N
K
N
A
Q
V
S
I
V
Q
E
N
T
R
K
I
VPFLFG

NTDB id 1284 ACE17W RS12370 WP 010946666.1 KKAVLSLKVTPQITPDGKILMDLQINQDTPSPQ.TFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFG 650
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KKAVLSLKVTPQITPDGKILMDLQINQDTPSPQ.TFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFG 650
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLG 675
NTDB id 1009 ACIAD RS15175 WP 004923730.1 KEALLSLEVTPNITPDGKILMELNIANDSINSY.AQNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLG 671
NTDB id 387078 FHP22 RS13585 WP 171499848.1 IDATLSLDVTPSITPDGKVQMNLNITSDSPGAP.TPTGQLTINKNSINTNVLVDNGETVVLGGIFEQQTANQQTKVPFLG 673
NTDB id 1052 ABD1 RS15850 WP 001017033.1 KDALLSLNVTPSITPDGKIQMKLDISKDSVAGA.APNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFG 683
NTDB id 1039 H0N27 RS01460 WP 031993779.1 KDALLSLNVTPSITPDGKIQMKLDISKDSVAGA.APNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFG 683
consensus **!*!!! !!!*!!!!********** !** *! **** *****!!**!*!***!!**** * * ****!!*!

logo

E
D
I
LPYVLVGI

RLFKSRRNKTRDAITQVVIKTSELDANRDKNKRENQELLVI FLIVTPR IMIVTNNDQSATAIVL IVASAGIR I
T
N
G
T
H
R
I EGREKDVYK

NTDB id 1284 ACE17W RS12370 WP 010946666.1 ELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
NTDB id 1009 ACIAD RS15175 WP 004923730.1 DLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 387078 FHP22 RS13585 WP 171499848.1 DIPYLGRLFRKDIKSDNKRELLIFVTPRIVNDSVSRNH.......... 711
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 DIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
consensus **!**!*!!*** *** **!!!*!*!!!!***** **

X non conserved

X similar

X ≥ 50% conserved


