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NTDB id 386681 F0161 RS05430 WP 150203945.1 MLQELTIDNLAIIDHLSLNFSDQMTVLTGETGAGKSIIIDAVGLLVGGRGSQELIRKGTNTLKIQGQFKVASQIELDDVL 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVLGVC 80
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NTDB id 386681 F0161 RS05430 WP 150203945.1 NELGVEAPDRILVVQREINRNGRNVIRVNGTLMNTTSLKRIGSRLVDIEGQNDHQLLMQPEQHLGLLDEFANKD.DNLLS 159
NTDB id 352 BSU 24240 NP 390304.2 AEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALK 160
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NTDB id 386681 F0161 RS05430 WP 150203945.1 QYQETYELYQSTQRKINQKQANQQQWAQRLDMLEFQVNEIKNADLIENEDVDLQTEQERLNHFQQINNALQIVQGALSGD 239
NTDB id 352 BSU 24240 NP 390304.2 TYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRSE 240
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NTDB id 386681 F0161 RS05430 WP 150203945.1 ENGSSLDAIAASMESLEEISTFDDEYAKLNESVSEAYFNLQDAANEASRQLDNLSFDEGRLNEIEQRLNLIADLERKYGG 319
NTDB id 352 BSU 24240 NP 390304.2 QGGL..DWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGA 318
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NTDB id 386681 F0161 RS05430 WP 150203945.1 SVTEILAYYDKISTELDSMTENNVTGDELETQLDKLIAKLTKLGGKLSKNRQKAAKTIEKEIKKQLDDLYMDKAVFEIKF 399
NTDB id 352 BSU 24240 NP 390304.2 TVEDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEF 398
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NTDB id 386681 F0161 RS05430 WP 150203945.1 M.............DHQPNTFYPSGIDQVEFYIQTNPGEEMGPLAKIASGGELSRVMLALKTIFARSQGVTSIIFDEVDT 466
NTDB id 352 BSU 24240 NP 390304.2 KVRTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDT 478
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NTDB id 386681 F0161 RS05430 WP 150203945.1 GVSGRVAQAIAEKIRVIADQSQVLCITHLPQVAAMAQHHLLISKEVHDDRTITSVDELDEKSRVDELARMLAGAEVTQLT 546
NTDB id 352 BSU 24240 NP 390304.2 GVSGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLT 558
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NTDB id 386681 F0161 RS05430 WP 150203945.1 VEHAKELLNMAK...... 558
NTDB id 352 BSU 24240 NP 390304.2 KRHAKELLKQADQVKTTG 576
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