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NTDB id 1094 KZH42 RS01320 WP 002224767.1 ....MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNALSAPAEQVAALIRHKQALEAWRNAEKRALARQAAEAALEW 76
NTDB id 1089 NMB RS00600 WP 002224767.1 ....MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNALSAPAEQVAALIRHKQALEAWRNAEKRALARQAAEAALEW 76
NTDB id 1120 NGFG RS10355 WP 020997408.1 ....MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNALSAPAEQVAPAVRHKHALEAWRNAEKRALARQAAEAALEW 76
NTDB id 1122 OK783 RS09595 WP 003705341.1 ....MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNALSAPAEQVAPAVRHKHALEAWRNAEKRALARQAAEAALEW 76
NTDB id 1361 HI 0985 AAC22646.1 .....MNDITYTLLRLMQVPKLGGVGIDKILS.NITLNELLNYDDVAFRQMGWGAIQIRRWFKPE.....AKFIEPALVW 69
NTDB id 1388 A4U84 RS04945 WP 062924099.1 ......MTHLTKLLALLQVPQLGAQRIGRLLS.EVDFGEFCQYDKTALKQMGWNERQIQRWFNPE.....HKWIDQALQW 68
NTDB id 1466 ASU2 RS09750 WP 015674213.1 .......MSQTDLLKLLQIPQLGAQRIARLLS.EVDFAQFCQYDKRQLQQIGWNEKQIQRWFNPE.....KRWIESALAW 67
NTDB id 1250 GCO85 RS13065 WP 027219989.1 ......MNNLQPLLALNRMKRIGPRTVLKLQKRWPDLNLMFQLSSVDLEEAGLPSWLAQTIKNFD.....PDFIKTDLNW 69
NTDB id 1445 BW25113 RS17035 WP 000228551.1 ......MVDTEIWLRLMSISSLYGDDMVRIAH.WVA..KQSHIDAVVLQQTGLTLRQAQRFLSFP.....RKSIESSLCW 66
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ....MKDQDLAAWLALCFTPKLGSKTISHLLA.TRLPAQLQSFTPKQWLACGLKPEQLVFLTTQA.....AKQAEQCLQW 70
NTDB id 38650 HK81 RS21550 WP 020904434.1 MKPRNNDSDLAAWLKLSCLPGIGGVKMNKLLA.KDTPRNIINSSSEQLYQLGLTHKQLQAW.ASA.....DKEVDACLTW 73
NTDB id 1399 DSB67 RS15600 WP 010645755.1 .MTPQNDIDLAAWLKLSCLPGIGGVKMNKLLS.KDTPSNIVQYSTEQLQLLGLTAKQLQAW.SQV.....DKEVDACLTW 72
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 EMRDG.CRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLLHKPSAAIVGSRHATPQAMRIAKDFGKSLGGKGIPVVSGMA 155
NTDB id 1089 NMB RS00600 WP 002224767.1 EMRDG.CRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLLHKPSAAIVGSRHATPQAMRIAKDFGKSLGGKGIPVVSGMA 155
NTDB id 1120 NGFG RS10355 WP 020997408.1 EMRDG.CRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLLHKPSAAIVGSRHATPQAMRIAKDFGRALGGKGIPTVSGMA 155
NTDB id 1122 OK783 RS09595 WP 003705341.1 EMRDG.CRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLLHKPSAAIVGSRHATPQAMRIAKDFGRALGGKGIPTVSGMA 155
NTDB id 1361 HI 0985 AAC22646.1 SQKEG.NHLVNYFSPFYPFLLKQTASFPPLLFVKGNLTALSQRQMAMVGSRYCTTYGEYWAKHFATELSLAGFTITSGLA 148
NTDB id 1388 A4U84 RS04945 WP 062924099.1 AEQDQ.QQILTLFDEDYPFLLKQISTAPPVLFVRGNVESLSLPQIAIVGSRDYSHYGEHWAGHFSAELVKHQLAVTSGLA 147
NTDB id 1466 ASU2 RS09750 WP 015674213.1 AEQPN.QRLLTLFDEEYPFLLRQISTAPPVLFVRGSISSLSLPQIAIVGSRDFSAYGEYWAGYFSEQLIKHHLAVTSGLA 146
NTDB id 1250 GCO85 RS13065 WP 027219989.1 LSSSENHHILTWDSPYYPALLKEIADPPFILYAKGELSALTQPSLAIVGSRNASVTGNENARAFSREISRHGVSIVSGLA 149
NTDB id 1445 BW25113 RS17035 WP 000228551.1 LEQPN.HHLIPADSEFYPPQLLATTDYPGALFVEGELHALHSFQLAVVGSRAHSWYGERWGRLFCETLATRGVTITSGLA 145
NTDB id 1152 A1552VC RS00200 WP 000654772.1 RSAANNRYIVTPHCPLYPRLLKEINSSPPVLFIEGIWEAVHDPAVAIVGSRNASVDGRQIARQFATELAQSGLVVTSGLA 150
NTDB id 38650 HK81 RS21550 WP 020904434.1 LATSTNHHILTLADPLYPPLLKQVVAPPPLLFVEGNPTFLSQPQIAMVGSRNASFDGLHHARQFAAELAQQELIVTSGLA 153
NTDB id 1399 DSB67 RS15600 WP 010645755.1 VAASSHHHILTLADALYPPLLKQTVAPPPLLFVKGEASCLPQPQIAMVGSRNASVDGLQHTRTFASDLVQHDLIVTSGLA 152
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 SGIDTAAHQGALQAEGGTIAVWGTGIDRIYPPVNKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVV 234
NTDB id 1089 NMB RS00600 WP 002224767.1 SGIDTAAHQGALQAEGGTIAVWGTGIDRIYPPVNKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVV 234
NTDB id 1120 NGFG RS10355 WP 020997408.1 SGIDTAAHQGALEAEGGTIAVWGTGIDRIYPPANKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVV 234
NTDB id 1122 OK783 RS09595 WP 003705341.1 SGIDTAAHQGALEAEGGTVAVWGTGIDRIYPPANKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVV 234
NTDB id 1361 HI 0985 AAC22646.1 LGIDGHCHQAVVNIQGQTIAVLGSGLEQIYPSKHQRLSAQIIENNGALVSEFLPNQAPIAANFPRRNRIISGLSVGTLVV 228
NTDB id 1388 A4U84 RS04945 WP 062924099.1 IGIDGFCHQRAANENGITIAVLGSGLDQVYPARHKKLAEQIVETSGALVSEFFPSQPPIAENFPRRNRIISGLSLGTLVI 227
NTDB id 1466 ASU2 RS09750 WP 015674213.1 IGIDGFCHQRAVAEQGITIAVLGSGLDQVYPARHKKLAEQIVESGGALVSEFFPNHPPLAENFPRRNRIISGLSLGTLVV 226
NTDB id 1250 GCO85 RS13065 WP 027219989.1 LGIDAHAHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQITE.NGLLLSEFPLKSPPIAGHFPLRNRIISGLSLCILVI 228
NTDB id 1445 BW25113 RS17035 WP 000228551.1 RGIDGVAHKAALQVNGVSIAVLGNGLNTIHPRRHARLAASLLEQGGALVSEFPLDVPPLAYNFPRRNRIISGLSKGVLVV 225
NTDB id 1152 A1552VC RS00200 WP 000654772.1 LGIDGYAHDGALQAQGQTVAVLGSGLAQVYPKQHQGLAERIIA.QGALVSEFAPHTPPKADHFPRRNRIISGLSLGVVVV 229
NTDB id 38650 HK81 RS21550 WP 020904434.1 LGIDGHAHDGALQAGGKTIAVLGSGLEHIYPARHRSLAQRVTE.NGALVSEFRPNAKPRAENFPRRNRIISGLSLGVLVV 232
NTDB id 1399 DSB67 RS15600 WP 010645755.1 LGIDGHAHDGALLAGGKTIAVLGSGLEQVYPARHRGLAQRVAE.NGALVSEFRPDAKPRAENFPRRNRIISGLSLGVLVV 231
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NTDB id 1089 NMB RS00600 WP 002224767.1 EAALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLLQNTGASSYSINKG..IPE 312
NTDB id 1120 NGFG RS10355 WP 020997408.1 EAALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLLQNTGASSYSINKD..TPD 312
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NTDB id 1152 A1552VC RS00200 WP 000654772.1 EAAEKSGSLITARYAAEQGREVFVVPGSIFNAASQGSNQLIRQGACLVQSVQQIHQELKNALTWSLSEQV.......... 299
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 KRITAVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRY 392
NTDB id 1089 NMB RS00600 WP 002224767.1 KRITAVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRY 392
NTDB id 1120 NGFG RS10355 WP 020997408.1 TGRRTVQTAY..APPPAAKMPSEGAAGGTAVGGILDKMGFDPIHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRY 390
NTDB id 1122 OK783 RS09595 WP 003705341.1 TGRRAVQTAY..APPPAAKMPSEGAAGGTAVGGILDKMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRY 390
NTDB id 1361 HI 0985 AAC22646.1 .....QIAVPNYT....PPPDPRRLVEAPSHPKLYSRIGYTPVSIDDLAEEFNLSVDVLLVQLLDLELQDLIISENGLYK 371
NTDB id 1388 A4U84 RS04945 WP 062924099.1 ........AVKSE....PKFAKNLPELTACQQQLFEQISLEPISVDDLAKATDMAVETALIELLNLELLGVVKQVRGGYV 373
NTDB id 1466 ASU2 RS09750 WP 015674213.1 TQFFAKANMPNKV....NHFAKKLPEMTACQQQIVEHIGLNPISIDDLAKATALEVETLLVELLGLELLSVIKQVSGGYV 382
NTDB id 1250 GCO85 RS13065 WP 027219989.1 .................PIFSLASGK.....ENLVKFIGFETTTIDQIIDRSGYGMEQVTSGLAELELKGAVIAVPGGYI 355
NTDB id 1445 BW25113 RS17035 WP 000228551.1 ............N....SFYSPDQQDVALPFPELLANVGDEVTPVDVVAERAGQPVPEVVTQLLELELAGWIAAVPGGYV 359
NTDB id 1152 A1552VC RS00200 WP 000654772.1 .........PYQA....TLFSAVQSDEELPFPELLANVGIEATPIDILASRTQIPVQDIMMQLLELELLGHVVAVPGGYI 366
NTDB id 38650 HK81 RS21550 WP 020904434.1 .................DLFSTLNDEEELPFPQLLANVGSEATPVDILANRTNIPVQEVMMQLLELELSGHVVAVSGGYI 365
NTDB id 1399 DSB67 RS15600 WP 010645755.1 .................DLFSAPIDEEELPFPQLLANVGNEATPVDILASRTNIPVQEVMMQLLELELSGHVVAVSGGYI 364
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