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FSRFLAHAF IRNSPSCSARLNTRASSGFTLVELLVAIA I FAVLSLMLGWKI

VFDYLLKVKRDRNAEHEVHLFAELQDAYQQ
NTDB id 386477 F2A31 RS07160 WP 228715655.1 MNNKANKNNNTQFSRFHFINPCARLNRSSGFTLVELLVAIAIFAVLSMLGWKVFDYLLKVKDRNAEHEVHLFALQDAYQQ 80
NTDB id 1076 ABD1 RS08075 WP 000594585.1 MIKNKYIHIRSIASRLAARSSSARLTRASGFTLVELLVAIAIFAVLSLLGWKIFDYLLKVRDRNAEHEVHLFELQDAYQQ 80
consensus ! * * !! * **!!! ! !!!!!!!!!!!!!!!!!!!*!!!!*!!!!!!!*!!!!!!!!!!! !!!!!!!

logo I LRDSTLQI IPLSTANDQGGRQLHQAPALEVI
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NTDB id 386477 F2A31 RS07160 WP 228715655.1 ILRDSLQIIPLTANDGRQLQAALVLDDQSFIFSKGGVSDPLKQGLSPYERIEYRFDESQKKLYRLKYANLNIPNRVQPTS 160
NTDB id 1076 ABD1 RS08075 WP 000594585.1 ILRDTLQIIPLSANQGGQLHPALEIDNQILRFSKAGVTDPLKQGLSPFERIEYRYDADQKKLYRLKYTNLNTSNREQPLS 160
consensus !!!!*!!!!!!*!! ! !!**!! *! ! !!!*!!*!!!!!!!!!*!!!!!!*! !!!!!!!!! !!! *!! !! !

logo SLTLLDSNQVDEQRFYKQI
V
M
SVLNTPQELVMTEKWPENVNI

TDPETKNPTANELKKLPKLGI
LKIQLTVAGTVDNYEWIYRSL INDQGRDNELDSGLQSQEGNS

NTDB id 386477 F2A31 RS07160 WP 228715655.1 SLLLDNVERFKVSVLNPQELMEWPENNTDPENTAELKKLPLGLKIQLTVAGTDYEWIYRLIDRNEDGQ..... 228
NTDB id 1076 ABD1 RS08075 WP 000594585.1 STLLSQVDQYQIMVLTPQEVTKWPEVNIDPTKPNELKKLPKGIKIQLTVAGVNYEWIYSLNQGDLSLSQEGNS 233
consensus ! !! *!* * * !! !!!* !!! ! !! * !!!!!! !*!!!!!!!! !!!!! ! *****
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