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NTDB id 386461 F2A31 RS01460 WP 150024873.1 .MQNSRLTSVHGFTLVELMIVVVIVAIFAAIAIPSYQEYVRRAIAAQAQQEMQRISTELERSKTRNFNYLGFPSTVVLPV 79
NTDB id 1064 ABD1 RS15725 WP 001046490.1 MNKYYILRFNQGFTLIELMVVIVIVAIFASIAIPSYQSYSRRATASAAKSEILKLAEQLEQHKSRNFTYRGFTTTSITLP 80
NTDB id 1006 ACIAD RS15005 WP 004923843.1 .....MQHHRQGFTLIELMVVVVIIAIFAAIAIPSYQEYIRRSNLAMAQQEMQKLAEQLERYRSRNFSYKGFDATYLYQD 75
consensus ** *!!!!*!!!*!*!!*!!!!*!!!!!!!*!*!!* ** !**!*******!!* **!!!*!*!! *! *

logo

G
K
R

A
G
S

GQTLAKFDSTKQIVQLPLD
T
G
TSANTVGKQYTLIAQTI

V
S
T
VDDGTATDTNTVGNSKNPSLLTDNSASTANTAI

N
SGQGSTWAVMIQKGAI

M
T

WKTSES
T
A
T
N
D
N
S
V

D
N
RNYFNSLF ILALMKTSNTSGFLVSRCQK

NTDB id 386461 F2A31 RS01460 WP 150024873.1 GA..................TGSAVQYTITVSDGADVSKSLTDSTASGQSWVMQGIWKTSETTNVDNFSFLMTSSGVRCK 141
NTDB id 1064 ABD1 RS15725 WP 001046490.1 RG.......................GYTIQITDDTTTGNLLTNTAANGQTWVIKAT.....TTDSRNFNFIAKNSGLRCQ 132
NTDB id 1006 ACIAD RS15005 WP 004923843.1 KSGQTLAKFDSTKQIVQLPLDTSNTKYTLAVVDTTTNNPLLTSANAIGQGWAIKAM.....SADNNNYSLLLTNTGFSCK 150
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NTDB id 386461 F2A31 RS01460 WP 150024873.1 NKTKANITA...TNVDNATCGTGREEW. 165
NTDB id 1064 ABD1 RS15725 WP 001046490.1 SLTATAVDNDCGGTVTCNVCETNSENWQ 160
NTDB id 1006 ACIAD RS15005 WP 004923843.1 NKTWAN........ISSSSCGTGSESW. 169
consensus **! *** ** *!*!**! !
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X similar

X ≥ 50% conserved


