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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 386455 F2A31 RS00880 WP 150024788.1 ..MRGVNKVILVGTLGRDPETKTFPNGGSLTQFSIATSESWTDKNTGERKEQTEWHRIVLHNRLGEIAQQYLRKGSKVYI 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAP..........................YEEGYGQSQ 126
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAP..........................YDEGYGQSQ 126
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMNVPA..................QQGSWGQPQ 142
NTDB id 386455 F2A31 RS00880 WP 150024788.1 EGSLRTRQWTDQNGQERYSTEIRG....DQMQMLDSRQQGEQSG..GDFNQPRFNNNQGGGYQNSNAQ...NQGGYGQNN 149
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFG..GN.........QGSGWNQAPAQTNYNQGGYSDNY 143
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NTDB id 1103 NMB RS07590 WP 002212976.1 EAYQRPAQQSRQPASDAPSHPQEAPAAPRRQP.VPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 EAYQRPAQQSRQPAPDAPSHPQEAPAAPRRQP.VPAAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QPAKQ........H......QPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 386455 F2A31 RS00880 WP 150024788.1 GGFQQGNYA....G..SPQAGNGFNSPKAPQP...AATAPADLDDDLPF 189
NTDB id 1390 A4U84 RS00055 WP 021115958.1 A..QNNNFN....G......GNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
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