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MSRGGATPYRFLLIRH FATLKGKT MKKMFVLF .........................
MSRGGANPYRFLLIRHEMIAR, L FATIBKGKT .MKKMFVLFE . ... ... i CMLFSCAFSLAARY
MSRGGAWPYRFLLIRH FATIBKGKT .MKKMFVLF . ... ... CMLFSCAFSLAARY
MSRGGAJNPYRFLLIRHEMIAR, L FATLKGKT MKKMFVLFE...... ... . i i CMLFSCAFSLAARY
MS..IRHFFTFFWA.TEET|HFS . QEVFEQGFDQQYDAWKTQQKAHDTRLNS . . . .. SASHHSLSKPTQQSGTGVKLA
.. .MKHGIKALLI .TESLAGBGMSH.SALJNA. . ...... ... ASVAKPTAVETKAEAPAAQSKAAVPAKASDEEGTRJYS
MQ..IK@WKIVT....LFBSIHN§LPTLPLIMANMEETAP....... Ao AQVEEGIVITEAY
MQ..IKWKIVT....LFBSIHN§LPTLPLISANIAEETAP. ... ... Ao AQVEEGIVITEA
......... MK LAPMSWEE . TKT.......K........................ADKYEGIEIT|A
......... MK FAPSLMAA . .DT.......K........................ADKYEGIEIT|A
......... MK FAPMSLEA. .DT.......K........................ADKYEGIEIT|A
MKW@L . . F VVSSSFEEEKAT....... XQTAQSV.VTT...... Q....AEAQVAPAVVSDKE
. .MK@§PSKL. . .. LSTGVLEAEKTK. ... ... PSVTEPTPVVQONAQATSP. .. .EHSHAEMTNNANL|AY
.MKKLSRY. ... FSATTFREEKVT....... TST.EHTPVVMQQ........... VAATQKVNANV|AY
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EKKA@A

X non conserved
B similar
> 50% conserved



