
logo MNTLQKGFTL I ELMIV IA IVGI LAAVALPAYQDYTARAQVSEAIMLTLAHEGQKSAVTEYYLNHGI
KWPEKRDKNTNTLSLAPGAVW
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NTDB id 386365 F0T10 RS12755 WP 419692559.1 ............................................MTAHG................RKTTLLPAWHPPSDI 20
NTDB id 1109 OK783 RS10670 WP 157147416.1 MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTSAGVASA.STI 79
NTDB id 1119 NGFG RS11465 WP 017147169.1 MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTSAGVASPPTDI 80
consensus **********************************************!*!************* *** *!**********!

logo KGKYVEKQEKSVTEVAKTKNGVVTAKQTMALSTSGVNNKE IKQDGKRKLSLWGARKREQADNGSVKWFCGQPVQTRTAADGDADNADTKAGTDADADVATVDTVAKDDAGNKNEAIDTKH
NTDB id 386365 F0T10 RS12755 WP 419692559.1 KGKYVESVTVTNGVVTAKMLSSGVNKEIQGKRLSLWAKRQAGSVKWFCGQPVQRAADAAKAGTDADAVTADANNAIDTKH 100
NTDB id 1109 OK783 RS10670 WP 157147416.1 KGKYVQKVEVAKGVVTAQMASTGVNKEIQDKKLSLWAKRQDGSVKWFCGQPVTRTGDND.......DTVADANNAIDTKH 152
NTDB id 1119 NGFG RS11465 WP 017147169.1 KGKYVKEVEVKNGVVTATMLSSGVNNEIKGKKLSLWGRRENGSVKWFCGQPVTRADDDT.......VADAKDGKEIDTKH 153
consensus !!!!! !*! *!!!!! !*!*!!!*!!**!*!!!!**!* !!!!!!!!!!!*!**! !*****!!!!!

logo LPSTCRDEKAHSDSDAAKTK
NTDB id 386365 F0T10 RS12755 WP 419692559.1 LPSTCRDKHDAK. 112
NTDB id 1109 OK783 RS10670 WP 157147416.1 LPSTCRDESSAT. 164
NTDB id 1119 NGFG RS11465 WP 017147169.1 LPSTCRDKASDAK 166
consensus !!!!!!!* **

X non conserved

X similar

X ≥ 50% conserved


