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NTDB id 1061 ABD1 RS18470 WP 001152280.1 MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPKMMEQDWQQECQMLLNPEQPIIDHERLTLNKPASSCPACQQP 80
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPRMMEQDWQQECQMLLNPEQPIIDHEKLTLSKPASSCPACHQP 80
consensus * ** * * * ** !**!!!!!!!!!!*!**!! *! ** * ****! ! !*!* ! *

logo I RAIVW I
R
W
Y
E
D
QNIP I

L
V
L
V
I SYWLAFLVLKRGQKCAHGSNQSHCHKQTHAKP INSLAIRYPAL I ELLTGMAFIVLMLCFSTGLFLVI

V
I
V
A
F
T
W
Y
M

H
Q
V

L
Y
F
P
G
W
P
F
G
N
S
T

V
W
I
Y

A
I
F
Q

A
G
M
T

F
V
L
G
F
A
A
L
G
V
L
I
F
V
F
L
S
T
A
F
Y
W
A
F
VL I SAALTF IDALVFDHTLMQYLLPDSQR
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NTDB id 386304 F0U83 RS04580 WP 138988745.1 IRWYENIPVVSYLFLKGQCSQCHAPISLRYPLIELLTAILSTLVIYQLGFNYAGFAAVVFTWALISLTFIDVDHQLLPDR 159
NTDB id 1061 ABD1 RS18470 WP 001152280.1 IRWYQNIPVISWLVLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLTWVLIALTFIDFDTQLLPDR 160
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 IRWYQNIPLISWLVLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLTWVLIALTFIDFDTQLLPDR 160
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NTDB id 1111 NGFG RS09220 WP 003689814.1 MTLPLIWLGLIFNLDGGF.VPLQSAVLGAVAGYSSLWLLCAVYKLLTGKTGMGNGDFKLIAALGAWLGISALPVLIFVSS 235
NTDB id 1403 DSB67 RS12675 WP 010643256.1 LTLPLMWTGIALALAGISPVSLQDSIIGAMAGYLCLWSVYWLFKLLTGKEGMGYGDFKLLAALGAWLGWQSLPMIILLSS 236
NTDB id 1170 A1552VC RS11080 WP 000418747.1 LTLPLLWGGIALALLGFSPVSLSDAVIGAMAGYLSLWSIYWLFKLLTGKEGMGYGDFKLLAALGAWLGWQQLPVIVLLSS 236
NTDB id 386304 F0U83 RS04580 WP 138988745.1 ITLPLLWLGLLVNSQNLF.TSLHSAVFGAVAGYLVLWSVYWLFKLVTGKEGMGYGDFKLLAALGAWCGISQIPLLILLSS 238
NTDB id 1061 ABD1 RS18470 WP 001152280.1 FTLPLAALGLGINTFNIY.TSPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLAALGAWMGPLMLPLIVLLSS 239
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 FTLPLAALGLGINTFNIY.TSPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLAALGAWMGPLMLPLIVLLSS 239
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