logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1251

1177 A1552VC RS01165 WP 000422572.1

1203

386278 F1719 RS13665 WP 073984187.1

1307
1086
1116
1185
1176
1283
1259
1194
1202
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1251
1177
1203

386278 F1719 RS13665 WP 073984187.1

1307
1086
1116
1185
1176
1283
1259
1194
1202
1020
1081
1060
1040

consensus

GCO85 RSO7725 WP 011946523.1

PSJM300 01605 AFN76401.1

DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1

A1552VC RS01160 WP 000350195.1

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

GCO85 RSO7725 WP 011946523.1

A1552VC RS01165 WP 000422572.1

PSJM300 01605 AFN76401.1

DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1

A1552VC RS01160 WP 000350195.1

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

AL AT E e~ < R L B e N R R T N N ] N T > N L

MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVKNKILSAEQIALTAAQNFGVPMLDINCIDVGTI

T LSO E RS L 1 RS LA N N~ AT <o Lk 1<

PVNLVNEKLIKRHAMVPLFSRGTNLYLATDDPSKQASLKEIQFHTGLNTHAIVVETDKLSALIDNLLTAKESQGLSEYVE

P NN E TSRS L S AL 1 ISR L L T AR ES e L s e~

8

[eNoNoNoNoNoloNoNoNoloNoNoNoNoNoNe]

160

[cNeoloNoNoloNoNoNoNoNoNoNoRoNoNe]



s T 1 Ve T Y e

NTDB id 1251 GCO85 RS07725 WP 011946523.1 DSGDLEGLEISADDEDQDIDTATSVTDDAPIVKF NK@®LD GIEPIEFEPYEREYRIRYRIQDIE IMHERATEPASLS 240
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ... .. . . . . i it . GPRVDG IMAQGEA . BSVA 44
NTDB id 1203 PSJM300 01605 AFN76401.1 i e i i . LPEJKTPMSPE 45
NTDB id 386278 F1719 RS13665 WP 073984187.1 ... ... . . .. it EA...APFDTP 42
NTDB id 1307 DR RS10055 WP 010888596.1 ... .. . ... i MTSGIPRIT

NG YDAQGFEP SAS 49
NTDB id 1086 NMV RS00245 WP 002218487.1 .t i e e e e e e e e e e PMIRVG R SAE 45
NTDB id 1116 NGFG RS10615 WP 003690200.1 ...t et e e SIPMIRVEBIG R SAE 45
NTDB id 1185 GTF74 RS11940 WP 000350195.1 ... . it e e e e e ee e PPM R DG R 45
NTDB id 1176 A1552VC RS01160 WP 000350195.1 .. . . . it et et e PPM R DG R 45
NTDB id 1283 ACE17W RS02630 WP O010947729.1 .. . i ittt it e e e e e e e e e PPMIRVDG R 45
NTDB id 1259 GCO85 RS10305 WP 010947729.1 .. it e e e e e e e e e e PPMIRVDG R 45
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ... e e e e e et e e e PPMIRVDG R 45
NTDB id 1202 PSJM300 01600 AFNT76400.1 o e e e e e e e e e e e e PPMIRVDG R 45
NTDB id 1020 ACIAD RS04210 WP 011182164.1 .. . . e e e et e e PPMIRVDG R 45
NTDB id 1081 FDQR49 RS05335 WP 006581387 .1 .. ittt e e e e e e e e e e e PPMIRVDG R 45
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ...ttt e e e eee e PPMIRVDG R 45
NTDB id 1040 HON27 RS13360 WP 000355489.1 .. .. ittt e et e e e e MDIWWELLAFSVK PPMIRVDG R 45
consensus * % 5k 3k %k %k Xk % k [ * %k k * * * % | *
liotyret IR esyeblf v RHRMMR QastlEbT S el UF

Q;HEEEHE = f%,(: . ﬁﬁ E gL Léu\‘d/ = Nl%BgéQ LETHJ\EKL KA VQR.J{ l§§

NTDB id 1251 GCO85 RSO7725 WP 011946523.1 DGGFKMKISKSRAIDSTCPTSA. 320
NTDB id 1177 A1552VC RS01165 WP 000422572.1 115
NTDB id 1203 PSJM300 01605 AFN76401.1 117
NTDB id 386278 F1719 RS13665 WP 073984187.1 114
NTDB id 1307 DR RS10055 WP 010888596.1 .. .. RN 121
NTDB id 1086 NMV RS00245 WP 002218487.1 .. ARFRVNAFNINERGIY AVFRTIPSHy .. e 117
NTDB id 1116 NGFG RS10615 WP 003690200.1 .. ARFRVNAFNJNERGIY AVFRTIPSIY L ce e 117
NTDB id 1185 GTF74 RS11940 WP 000350195.1 .. RFRVNAFBIQIRGOSAVERTIP | | e 117
NTDB id 1176 A1552VC RS01160 WP 000350195.1 .. RFRVNAFBIQINRGSIAVERTIP U 13 e 117
NTDB id 1283 ACE17W RS02630 WP 010947729.1 .. ARFRVNAFNQSRGE\ AVFRTIPS| E LG P 117
NTDB id 1259 GC085 RS10305 WP 010947729.1 .. ARFRVNAFNQSRGI\ AVFRTIPS)X E 117
NTDB id 1194 PAKAF RS01995 WP 003084552.1 .. ARFRVNAFNQRRGI\ AVEFRTIP SIS E 117
NTDB id 1202 PSJM300 01600 AFN76400.1 . ARFRVNAFNQRRGE\ AVEFRTIPS|S E 117
NTDB id 1020 ACIAD RS04210 WP 011182164.1 .. ARFRVNFNQRG AVFRTIPS[ E 117
NTDB id 1081 FDQR49 RS05335 WP 006581387.1 .. ARFRVNAFNQRRGE\ AVEFRTIPS|S E 117
NTDB id 1060 ABD1 RS04380 WP 000355489.1 .. ARFRVNAFNQNRGEY AVFRTIPS)Y E 117
NTDB id 1040 HON27 RS13360 WP 000355489.1 .. ARFRVNAFNQRRGE\ AVEFRTIP SIS E 117
consensus *kok | okok ok ok *




logo
: g UV T ST o3 Lo Rt LOCRET LA
NTDB id 1251 GC085 RS07725 WP 011946523.1 AIQRIEQE LVTGPTGSGK VIRRY T AN TS\ T 396
NTDB id 1177 A1552VC RS01165 WP 000422572.1 AT AKIAGRARY 195
NTDB id 1203 PSJM300 01605 AFN76401.1 ALTKRIGRAN G TG GKST LAAM 197
NTDB id 386278 F1719 RS13665 WP 073984187.1 ININGL LVTGENTGSGKSTTLAAM Q 194
NTDB id 1307 DR RS10055 WP 010888596.1 IIMP\PRGLVLVTGPTGSGKSTTLA M EDPIEF HIgUK INQREV[ESIDT 201
NTDB id 1086 NMV RS00245 WP 002218487.1 IJN8JPRG VLVTGPTGSGKSTTLAAM EDPIEFVHNSKKSJLINQRE H[eRIT 197
NTDB id 1116 NGFG RS10615 WP 003690200.1 IIMNIPRG VLVTGPTGSGKSTTLAAM EDPIEFVHNSKKBLINQRE H[aj:IT 197
NTDB id 1185 GTF74 RS11940 WP 000350195.1 IINN4Y GLVLVTGPTGSGKSTTLAAM EDPIEFVHSIWKCLINQREVH 197
NTDB id 1176 A1552VC RS01160 WP 000350195.1 NANYEKEIRARANeIZNNEISTeN NN V.oUI EDPIEFVHRBWWKCLINQREVH 197
NTDB id 1283 ACE17W RS02630 WP 010947729.1 IIINIRGLVLVTGPTGSGKSTTLAAY EDPIEFVH@WNSKKCL NQREVH 197
NTDB id 1259 GC085 RS10305 WP 010947729.1 FRIANIRGLVLVTGPTGSGKSTTLAAN EDPIEFVHMWNSKKCL NQREVH 197
NTDB id 1194 PAKAF RS01995 WP 003084552.1 SMPRGLVLVTGPTGSGKSTTLAAM EDPIEFVHIRSKKCL NQREVH 197
NTDB id 1202 PSJM300 01600 AFN76400.1 I PRGLVLVTGPTGSGKSTTLAAM EDPIEFVHJXSKKCL NQREVH 197
NTDB id 1020 ACIAD RS04210 WP 011182164.1 I[APRGLVLVTGPTGSGKSTTLAAM EDPIEFVHINZKKCLINQREVH 197
NTDB id 1081 FDQR49 RS05335 WP 006581387.1 I[pNPRG VLVTGPTGSGKSTTLAAM EDPIEFVHMWNSKKCLINQREVH 197
NTDB id 1060 ABD1 RS04380 WP 000355489.1 I[A{PRG VLVTGPTGSGKSTTLAAM EDPIEFVHMWNSKKCLINQREVH 197
NTDB id 1040 HON27 RS13360 WP 000355489.1 I[@NPRG VLVTGPTGSGKSTTLAAM EDPIEFVHRNSKKCLINQREVH 197
consensus * ko Dok Dok Do b Do |l skoskok ko ks * % % % >k %k % %k % % % * |
D B ROLE ARV T R et e Sl sl
J = /\l‘—/\ N Pl EsEEaQu B ~ /\\/KL e

NTDB id 1251 GCO85 RSO07725 WP 011946523.1 I} 470
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ) 268
NTDB id 1203 PSJM300 01605 AFN76401.1 I} 270
NTDB id 386278 F1719 RS13665 WP 073984187.1 I 267
NTDB id 1307 DR RS10055 WP 010888596.1 D RDMET I A TAAETGHLVIGTLHTNS Al l m Q 274
NTDB id 1086 NMV RS00245 WP 002218487.1 D RDIJETI[LALTAAETGHLVFGTLHT [AAKT DRI 270
NTDB id 1116 NGFG RS10615 WP 003690200.1 D RDIJETI[LALTAAETGHLVFGTLHT AAKT DRI 270
NTDB id 1185 GTF74 RS11940 WP 000350195.1 D RDMETIBJLALTAAETGHLVFGTLHT SAAKTIDRI 270
NTDB id 1176 A1552VC RS01160 WP 000350195.1 v RDMETISLALTAAETGHLVFGTLHT SAAKTIDRI 270
NTDB id 1283 ACE17W RS02630 WP 010947729.1 D LA TAAETGHLVFGTLHTISAWKTI RI 270
NTDB id 1259 GC085 RS10305 WP 010947729.1 D LA TAAETGHLVFGTLHTISANKTI RI 270
NTDB id 1194 PAKAF RS01995 WP 003084552.1 D LALTAAETGHLVFGTLHT SAAKTIDR 270
NTDB id 1202 PSJM300 01600 AFN76400.1 I} LALTAAETGHLVFGTLHT SAAKTIDR 270
NTDB id 1020 ACIAD RS04210 WP 011182164.1 D LALTAAETGHLVFGTLHT SAAKTIDRI 270
NTDB id 1081 FDQR49 RS05335 WP 006581387.1 D LALTAAETGHLVFGTLHT SAAKTIDR 270
NTDB id 1060 ABD1 RS04380 WP 000355489.1 D LALTAAETGHLVFGTLHT SAAKTIDR 270
NTDB id 1040 HON27 RS13360 WP 000355489.1 D LALTAAETGHLVFGTLHT SAAKTIDR 270

[

Flko D lxle 11 *

consensus Do DD D Do DD Dok Dokokokokok |k * ok ok K K K * ok ok ok ok K *k 1Dk



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1251

1177 A1552VC RS01165 WP 000422572.1

1203

386278 F1719 RS13665 WP 073984187.1

1307
1086
1116
1185
1176
1283
1259
1194
1202
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1251
1177
1203

386278 F1719 RS13665 WP 073984187.1

1307
1086
1116
1185
1176
1283
1259
1194
1202
1020
1081
1060
1040

consensus

GCO85 RSO7725 WP 011946523.1
PSJM300 01605 AFN76401.1

DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1

A1552VC RS01160 WP 000350195.1

ACE17W RS02630 WP 010947729.1
GC085 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

GCO85 RSO7725 WP 011946523.1

A1552VC RS01165 WP 000422572.1

PSJM300 01605 AFN76401.1

DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1

A1552VC RS01160 WP 000350195.1

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

P L

AVRDDFTNQGLIELGFKEADLVNLKLYKAVGCEQCTéCYRGRV LFISMLPMEKE

................................... BUSGGRVALNRE M

S E AL L ST L RS L S A oo e

o Mkl AL

RERKY@Q%Q?QTR@E ¥
A

AIRNLIREREK

................................... BUSGGRVALNRE T M E EAIRNLIREDK
CHlIG

................................... PAIRNLIREWNK
................................... PAIRNLIRE@NK

IIPATRNLIRE@®K AQMYSHIQTGEWN:IGMyN

................................... IIPATRNLIRENK AQMYSENIQT GESE:(GMiN
................................... IIPATRNLIRENK AQMYSENIQT GESE=IGMiy

iY%ﬁEgAgggAEEEEEEEERk%quKKkaovkm-r~xhony--

IIPATRNLIRENJK AQMYSIAI QT GEN:IG My
* | skok ok ok

EQDELHSEDSANDLRLMLKT..KRGDDYGSG..SLQNVKI....DME .................
A A

LLH

IR YDK@LERA
INAPEVEARRRJA
A A

INAPEAJNRRR

s8R ENIREKIKT .
s8R D SIKEKIKQ .
NLPTIRAVIKS .
P QTIRTANKG .
sl r QTNRTANKG .
8P QTIRTANKQ .

*  kokokokok *

IS KHTI\HEAPLN .
IS KHTI\HEAJNLN .

DSSNDLRLMIKL..GSETDGEHLTSVSQGLTL....EMSDDDPGRSFR........
ID.
AN S E S M OF . o e
QAN SESMOE . . e

PKEJARLANDASAGLGGASMTPAAPPVPAYNSASSSSTGRGGDFGRGAAAPAT

548
313
315
311
319
315
315
314
314
314
314
314
314
314
314
314
314

574
368
381
326
398
347
347
345
345
344
344
344
344
344
345
345
345



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1251

1177 A1552VC RS01165 WP 000422572.1

1203

386278 F1719 RS13665 WP 073984187.1

1307
1086
1116
1185
1176
1283
1259
1194
1202
1020
1081
1060
1040

consensus

GCO85 RSO7725 WP 011946523.1

PSJM300 01605 AFN76401.1

DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1
GTF74 RS11940 WP 000350195.1

A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1

GC085 RS10305 WP 010947729.1
PAKAF RS01995 WP 003084552.1
PSJM300 01600 AFN76400.1

ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

X non conserved
B similar
> 50% conserved

574
368
381
326
418
347
347
345
345
344
344
344
344
344
345
345
345



