
logo MKI FL IVEDDFLVIAESLANSELKSKWNYEGVI
YVVDENQFDDKI LMESDI FNRQRHVEQPQLVLLDINLPTLNGFHWCQE I

MRKTVSHNVP I IMF I SSR
NTDB id 386250 F1614 RS08660 WP 017464772.1 MKIFIVEDDLVIAESLANELSKWNYEVYVVDNFDKIMEDFRRVEPQLVLLDINLPTLNGFHWCQEMRKVSHVPIMFISSR 80
NTDB id 9 SA RS13865 WP 000697877.1 MKILIVEDDFVIAESLASELKKWNYGVIVVEQFDDILSIFNQHQPQLVLLDINLPTLNGFHWCQEIRKTSNVPIIFISSR 80
consensus !!! !!!!! !!!!!!! !! !!!! ! !!**!! !* ! * !!!!!!!!!!!!!!!!!!!!!*!! !*!!!*!!!!!

logo

I
TDNMDQI LMAIQMGGDDF I EKPFNLSLTI

VAKIQALLRRTYDLS IVANRDES ILATVKGCKTL I LVDEAKLVSVKYDQENEQHNI
VQLSLTELQI LK

NTDB id 386250 F1614 RS08660 WP 017464772.1 TDNMDQILAIQMGGDDFIEKPFNLSLTVAKIQALLRRTYDLSIARDEIAVKGCKLIVDEAKLSKDNEHVQLSLTELQILK 160
NTDB id 9 SA RS13865 WP 000697877.1 IDNMDQIMAIQMGGDDFIEKPFNLSLTIAKIQALLRRTYDLSVANDSLTVKGCTLILDEAKVVYQEQNIQLSLTELQILK 160
consensus !!!!!!*!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!*! ! * !!!! !!*!!!!* **!!!!!!!!!!!

logo LLFQNEDNKYVSRTAL I EKCWESENF IDDNTLAVNMTRLRKKLLNSTIGVDNDFL I EITKKNVGYKRV
NTDB id 386250 F1614 RS08660 WP 017464772.1 LLFQNENKYVSRTALIEKCWESENFIDDNTLAVNMTRLRKKLLSIGVDDLIETKKNVGYRV 221
NTDB id 9 SA RS13865 WP 000697877.1 LLFQNEDKYVSRTALIEKCWESENFIDDNTLAVNMTRLRKKLNTIGVNDFIITKKNVGYKV 221
consensus !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!!! ! ! !!!!!!!*!
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