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NTDB id 386059 F0362 RS05785 WP 000572318.1 DNSIFFELVDRYTSDRSDDDLQRMILALHTESRAHPNPEKWLDKLVEAYDVEGK.TIEDLVYASYLLEDVRFQLETAEQH 239
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NTDB id 386059 F0362 RS05785 WP 000572318.1 IRKATELAMLPDGPAPRVETLQADAALLGMLSSAARESWTSVYEAMQNVSWQTLKRIKKSDYNEDVVKQVDSLRNKAKDE 319
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NTDB id 386059 F0362 RS05785 WP 000572318.1 MAQRIKAMVDSGYEVYDRKTDSMRPVQYRDFVILLRSMPWAPQIMEELKLQGIPVYADLATGYFEATEVNIMMNVFRVID 639
NTDB id 119 BSU 10630 NP 388944.2 IAKEIRKLISSPFKVYDGKKKTHRNIQYRDIVILLRSMPWAPQIMEELRAQGIPVYANLTSGYFEAVEVAVALSVLKVID 634
consensus *! !* ** !** !!! ! **!**!!!! !!!!!!!!!!!!!!!!!* !!!!!!! ! *!!!!! !! * * ! *!!!

logo NPMYQDIPLAASVLRSP IVGALDNDEENELASLTI
LRALEHGNKKAGPSFYYEAVMKSDSFYLAKAGAGDPLEERESDQELHYEQKLENTWFYGNHLLQGKWRAEFASKRNQHQSLVSDE

NTDB id 386059 F0362 RS05785 WP 000572318.1 NPMQDIPLAAVLRSPIVGLNDEELATLRAHGKKGSFYEVMSSFLKGAPLEEEQELHEKLEWFYNLLQGWREFARQQSLSD 719
NTDB id 119 BSU 10630 NP 388944.2 NPYQDIPLASVLRSPIVGADENELSLIRLENKKAPYYEAMKDYLAAGD..RSDELYQKLNTFYGHLQKWRAFSKNHSVSE 712
consensus !! !!!!!! !!!!!!!! * !! *! * !!***!! ! *! ***** !!* !! !! *!! !! ! ***!*!*

logo L IWEKVYGRDETGKYMYDFYVGGLMPAGGKQRQANLRVLYDRARQYEASTASFRGLFRFLRF I ER I
M
L
QERGDDLMGTARALGSEQEDVVR I

LMT
NTDB id 386059 F0362 RS05785 WP 000572318.1 LIWKVYGETGYYDFVGGLPAGKQRQANLRVLYDRARQYEATSFRGLFRFLRFIERILERGDDMGTARALGEQEDVVRIMT 799
NTDB id 119 BSU 10630 NP 388944.2 LIWEVYRDTKYMDYVGGMPGGKQRQANLRVLYDRARQYESTAFRGLFRFLRFIERMQERGDDLGTARALSEQEDVVRLMT 792
consensus !!! !! *! ! !*!!!*!*!!!!!!!!!!!!!!!!!!! ! !!!!!!!!!!!!!* !!!!!*!!!!!! !!!!!!!*!!

logo IHKSSKGLEFPVVFVAGLGRNRFNMTMQDLMNKRSFYLLDHKDEFLGFGSTKQFYIDHPQRKLR IKSYPTTLPSLQI
LA I

MKKRKMKRMREL ILASEELMRVLYVALT
NTDB id 386059 F0362 RS05785 WP 000572318.1 IHKSKGLEFPVVFVAGLGRRFNTQDLMKRFLLHKDFGFGSQFIDPRKRIKYTTLSQLAIKRKMKMELIAEEMRVLYVALT 879
NTDB id 119 BSU 10630 NP 388944.2 IHSSKGLEFPVVFVAGLGRNFNMMDLNKSYLLDKELGFGTKYIHPQLRISYPTLPLIAMKKKMRRELLSEELRVLYVALT 872
consensus !! !!!!!!!!!!!!!!!! !! !! ! *!!*!* !!!* *!*! !! !*!!* *!*!*!!* !!* !!*!!!!!!!!

logo RAKEKLFI L IGSTCVKDAHNQKEQLMAEKWLQADASARESHQSTDEWLLPDEFHDIRAYGQARSCTYLDFWIAGPASLAYRHRDLSEGDI LALEGLVGPQGSAIHPADDE I SYGHYDPATRSFW
NTDB id 386059 F0362 RS05785 WP 000572318.1 RAKEKLILIGTVKDANKEMEKWLDAREHSEWLLPDHIRAGASCYLDWIAPSLYRHRDSEILLELGQGSIPDEIYGYDTSW 959
NTDB id 119 BSU 10630 NP 388944.2 RAKEKLFLIGSCKDHQKQLAKWQASASQTDWLLPEFDRYQARTYLDFIGPALARHRDLGDLAGVP...AHADISGHPARF 949
consensus !!!!!! !!!**!!**! * !! ***!!!!** ! ! *!!!*!*! ! !!!! ! ***** *! !** *

logo

A
KVEQMVI

V
D
H
G
S
N
Y
D
TLLADDPDELEEPRVMQEEKQSELRLEAI

LRERGKEKAPVPGLQSFSAEFRDKEEKAVRYDEQRLMSWKTYGPHYEQEAVTQSHIRATKQSVSTE IKRKNRYEQSYEDEEGY
NTDB id 386059 F0362 RS05785 WP 000572318.1 KVEVVDGNTLLAPE..PVQEEKQELLEALREKKAVPLQSERKEEVYDRLMWKYGYEEATSHRAKQSVTEIKRNYQSEEG. 1036
NTDB id 119 BSU 10630 NP 388944.2 AVQMIHSYDLLDDDLEERMEEKSERLEAIRRGEPVPGSFAFDEKAREQLSWTYPHQEVTQIRTKQSVSEIKRKREYEDEY 1029
consensus ! *** !! ***** !!! ! !!!*! *!! ! * ! ! !** ! ! *! !!!!*!!!! !* *

logo

SG
S
D
R
A
N
A
P
F
V
I
K
K
P
A
K
D
L
G
R
A
S
I
P
I
L
K
Y
R
TRPARFMEMKKGLTAYAEKRGTAMVHTVMQHI

V
D
PLKSHKPVI

P
S
T
I
VEEVALEQEQQTI

V
A
H
G
R
L
M
V
Y
E
NKELLTEFEQAKDEAE IADI EEKI IV

NTDB id 386059 F0362 RS05785 WP 000572318.1 .SDNAFIKKLRAPIKTRPRFMEKKGLTYAERGTAVHTVMQHVDLKKPITVEVLQEQIAGMVNKELLTFEQAEEIAIEKII 1115
NTDB id 119 BSU 10630 NP 388944.2 SGRAPVKPADGSILYRRPAFMMKKGLTAAEKGTAMHTVMQHIPLSHVPSIEEAEQTVHRLYEKELLTEEQKDAIDIEEIV 1109
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NTDB id 119 BSU 10630 NP 388944.2 QFFHTEIGGQLIGAKWKDREIPFSLALPAKEIYPDAH.EADEPLLVQGIIDCLYETEDGLYLLDYKSDRIEGKFQHGFEG 1188
consensus !!****! ***!! *!!*!!** !*! ! !*! ** !**!!!!*!!!* ! !!!* !*!*!*! !!!!!**!!!

logo AAKP I LEKDKRYEKTVQI
L
Q
SLYATKALVEKQI

S
A
L
K
Q
H
T
K
PVKEGCKACLYFFDGGNHYI

V
L
V
N
T
I
L
EE

NTDB id 386059 F0362 RS05785 WP 000572318.1 AKPILEDRYKVQLSLYAKALEKSLQHPVKEKCLYFFDGNYVVNIEE 1241
NTDB id 119 BSU 10630 NP 388944.2 AAPILKKRYETQIQLYTKAVEQIAKTKVKGCALYFFDGGHILTL.. 1232
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