
logo MNTLQKGFTL I ELMIV IA IVGI LAAVALPAYQDYTARAQVSEAI LLAMESGNQKSALVTGEHYYPLNNHGEIKWPEKNDNDTSAGVASPAPTSDKTI
NTDB id 385984 F0T11 RS10995 WP 033909688.1 ...............................................MSNKSALTGHYPNNGEWPKDNDSAGVASA.SKI 32
NTDB id 1109 OK783 RS10670 WP 157147416.1 MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTSAGVASA.STI 79
NTDB id 1119 NGFG RS11465 WP 017147169.1 MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTSAGVASPPTDI 80
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logo

I
KGKYVQKEKQVEVAKKNGVVTATQML

ASTSNGVNNKE IKQDGKKLSLWGARKRQENDGSVKWFCGQPVQTRTAGDADDKNADTVDATDVADAADKADNAGNKNAEGINDTKHLPSTC
NTDB id 385984 F0T11 RS10995 WP 033909688.1 IGKYVKQVEVKNGVVTAQMASSNVNKEIQGKKLSLWAKREDGSVKWFCGQPVQRADAKADTVADAANANGINTKHLPSTC 112
NTDB id 1109 OK783 RS10670 WP 157147416.1 KGKYVQKVEVAKGVVTAQMASTGVNKEIQDKKLSLWAKRQDGSVKWFCGQPVTRTGDNDDTV..ADANNAIDTKHLPSTC 157
NTDB id 1119 NGFG RS11465 WP 017147169.1 KGKYVKEVEVKNGVVTATMLSSGVNNEIKGKKLSLWGRRENGSVKWFCGQPVTRADDDTVAD..AKDGKEIDTKHLPSTC 158
consensus *!!!!* !!!**!!!!!*!*!**!!*!!**!!!!!!**!**!!!!!!!!!!!*!*** *** ! ***!*!!!!!!!!

logo RDEKAHSSADATK
NTDB id 385984 F0T11 RS10995 WP 033909688.1 RDKHSDT. 119
NTDB id 1109 OK783 RS10670 WP 157147416.1 RDESSAT. 164
NTDB id 1119 NGFG RS11465 WP 017147169.1 RDKASDAK 166
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