
logo MKDAFFNDPFSTPFGKWLSQPVFYI
V
Q
H
S
GLTFLLLLSAVI FRPVLDYI EAGSESRFAHETI EYNELAKVKSRSELLHQQKI LTSLQQQSESR

NTDB id 385847 F1539 RS07210 WP 041174979.1 MKDFFNDPFSPFGKWLSQPVYIQSLTFLLLLSAVIFRPVLDYIEASERFAETEYELAKKSSELLHQQKILTSLQQQSESR 80
NTDB id 1345 HI 0437 AAC22096.1 MKAFFNDPFTPFGKWLSQPFYVHGLTFLLLLSAVIFRPVLDYIEGSSRFHEIENELAVKRSELLHQQKILTSLQQQSESR 80
NTDB id 1371 NTHI RS02655 WP 011272048.1 MKAFFNDPFTPFGKWLSQPFYVHGLTFLLLLSAVIFRPVLDYIEGSSRFHEIENELAVKRSELLHQQKILTSLQQQSESR 80
consensus !!*!!!!!!*!!!!!!!!!*!***!!!!!!!!!!!!!!!!!!!!*!*!!*!*!*!!!*!*!!!!!!!!!!!!!!!!!!!!

logo KLSPELAAQIMIPLNKQIQRLAARNGLSQHLRWEMGQQKP I LHLQLTGHFEKTKTFLSTALLANTSSQLSVSRLQF IMKPEDGNSPL
NTDB id 385847 F1539 RS07210 WP 041174979.1 KLSPELAAQIMPLNKQIQRLAARNGLSQHLRWEMGQQPILHLQLTGHFEKTKTFLTALLANTSQLSVSRLQFMKPEDSPL 160
NTDB id 1345 HI 0437 AAC22096.1 KLSPELAAQIIPLNKQIQRLAARNGLSQHLRWEMGQKPILHLQLTGHFEKTKTFLSALLANSSQLSVSRLQFMKPEDGPL 160
NTDB id 1371 NTHI RS02655 WP 011272048.1 KLSPELAAQIIPLNKQIQRLAARNGLSQHLRWEMGQKPILHLQLTGHFEKTKTFLTALLANSSQLSVSRLQFIKPEDNPL 160
consensus !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!*!!!!!*!!!!!!!!!!*!!!! !!

logo QTE I I FQLEDKETK
NTDB id 385847 F1539 RS07210 WP 041174979.1 QTEIIFQLEKETK 173
NTDB id 1345 HI 0437 AAC22096.1 QTEIIFQLDKETK 173
NTDB id 1371 NTHI RS02655 WP 011272048.1 QTEIIFQLDKETK 173
consensus !!!!!!!!*!!!!
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