
logo MSMNLLPWRTYQHQKRLGRRLAFYIALF I LLAAINLSMLAFSNL I EQQKQDNLQAQQKTSFEQLNQQLHKTSTKMQIEDQLRGISAVQKVG
NTDB id 385779 F1537 RS06585 WP 013526474.1 MSMNLLPWRTYQHQKRLGRLAFYIALFILLAANLSLAFSNLIEQQKQDLQAQQTSFEQLNQQLHKTSKQIEQLRGAVQVG 80
NTDB id 1370 NTHI RS02660 WP 011272049.1 MSMNLLPWRTYQHQKRLRRLAFYIALFILLAINLMLAFSNLIEQQKQNLQAQQTSFEQLNQQLHKTTMQIDQLRSAVKVG 80
NTDB id 1344 HI 0438 AAC22097.1 MSMNLLPWRTYQHQKRLRRLAFYIALFILLAINLMLAFSNLIEQQKQNLQAQQKSFEQLNQQLHKTTMQIDQLRIAVKVG 80
consensus !!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!*!!*!!!!!!!!!!!!*!!!!!*!!!!!!!!!!!!**!!*!!! !!*!!

logo E I
VLTS IPNEQVKKSLQQLSELPFQQGELNKFKQDANNLSLEGNAQDQRTEFEL IHQFLKKHFPNVKLSQFVQPEQQDSTLYFFRHF

NTDB id 385779 F1537 RS06585 WP 013526474.1 EILTSIPNEQVKKSLQQLSELPFQQGELNKFKQDANNLSLEGNAQDQREFELIHQFLKKHFPNVKLSQFQPEQQSLYFRF 160
NTDB id 1370 NTHI RS02660 WP 011272049.1 EVLTSIPNEQVKKSLQQLSELPFQQGELNKFKQDANNLSLEGNAQDQTEFELIHQFLKKHFPNVKLSQVQPEQDTLFFHF 160
NTDB id 1344 HI 0438 AAC22097.1 EVLTSIPNEQVKKSLQQLSELPFQQGELNKFKQDANNLSLEGNAQDQTEFELIHQFLKKHFPNVKLSQVQPEQDTLFFHF 160
consensus !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!*!!!!**!*!*!

logo DVEQGEAEK
NTDB id 385779 F1537 RS06585 WP 013526474.1 DVEQGEEK 168
NTDB id 1370 NTHI RS02660 WP 011272049.1 DVEQGAEK 168
NTDB id 1344 HI 0438 AAC22097.1 DVEQGAEK 168
consensus !!!!!*!!
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