
logo MKKSTLCLSFFLTFSNPLQALVI ELLEE IKTSPHKGTFKAKVLDSKEKPKRQVLGVYNI SPHKKLTLTITHI STAIVYQPLDEKLSLE
NTDB id 38571 HPPC RS07230 WP 000751640.1 MKKTLCLSFFLTFSNPLQALVIELLEEIKTSPHKGTFKAKVLDSKEPKQVLGVYNISPHKKLTLTITHISTAIVYQPLDEKLSLE 85
NTDB id 1207 C694 RS07860 WP 000749005.1 MKKSLCLSFFLTFSNPLQALVIELLEEIKTSPHKGTFKAKVLDSKKPRQVLGVYNISPHKKLTLTITHISTAIVYQPLDEKLSLE 85
consensus !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TTLNPNRPTIPRNTQIVFSSKELKEASHAPHQMPSLNAPMQKPQNKPHSSSQQPSQNFSYPEPKLGSKNSKNSLLQPLAVI
TPSKI

VSPATN
NTDB id 38571 HPPC RS07230 WP 000751640.1 TTLNPNRPTIPRNTQIVFSSKELKEAHAHQMPSLNAPMQKPQNKPSSSQQPSQNFSYPEPKLGSKNSKNSLLQPLVTPSKVSPAN 170
NTDB id 1207 C694 RS07860 WP 000749005.1 TTLNPNRPTIPRNTQIVFSSKELKESHPHQMPSLNAPMQKPQNKPHSSQQPSQNFSYPEPKLGSKNSKNSLLQPLAIPSKISPTN 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!! !*!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!*!! !

logo ETVKQTPTNDATKNPPLKHSSEDQENSNLF ITPPTEKTLPNNNTPSNADIDSENNESNENKRDNVEKQAI
VRDANIKEFACGKWVYDDENLQAY

NTDB id 38571 HPPC RS07230 WP 000751640.1 EVKTPTNDANPPLKHSSEDQENNLFITPPTEKTLPNNNTPNADIDENNESNENRDNVEKQAVRDANIKEFACGKWVYDDENLQAY 255
NTDB id 1207 C694 RS07860 WP 000749005.1 ETQTPTNDTKPPLKHSSEDQESNLFITPPTEKTLPNN.TSNADISENNESNENKDNVEKQAIRDANIKEFACGKWVYDDENLQAY 254
consensus ! !!!!! !!!!!!!!!!! !!!!!!!!!!!!!!!*!*!!!! !!!!!!!!*!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!

logo RPS IVLKRVDEDKQTATDITPCDYSNTAENKSGKI ITTPYTKI SVHKTEPLEEPQTFEAKNNFAI LQARSSTEKCKRARARKDGTTRQ
NTDB id 38571 HPPC RS07230 WP 000751640.1 RPSVLKRVDEDKQTATDITPCDYSNAENKSGKITTPYTKISVHKTEPLEEPQTFEAKNNFAILQARSSTEKCKRARARKDGTTRQ 340
NTDB id 1207 C694 RS07860 WP 000749005.1 RPSILKRVDEDKQTATDITPCDYSTAENKSGKIITPYTKISVHKTEPLEEPQTFEAKNNFAILQARSSTEKCKRARARKDGTTRQ 339
consensus !!!*!!!!!!!!!!!!!!!!!!!! !!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo CYL I EEPLKQAWESEYE ITTQLVKAI
VYERPKQDDQVEPTFYETSELAYSSTRKSE ITHNELNLNEKFMEFVEVYEGHYLNDI IKE

NTDB id 38571 HPPC RS07230 WP 000751640.1 CYLIEEPLKQAWESEYEITTQLVKAVYERPKQDDQVEPTFYETSELAYSSTRKSEITHNELNLNEKFMEFVEVYEGHYLNDIIKE 425
NTDB id 1207 C694 RS07860 WP 000749005.1 CYLIEEPLKQAWESEYEITTQLVKAIYERPKQDDQVEPTFYETSELAYSSTRKSEITHNELNLNEKFMEFVEVYEGHYLNDIIKE 424
consensus !!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SSEYKEWVKNHVRFKEGVCMALE I EEQPRAKSTPLS I ENSRVVCVKKGNYLFNEV
NTDB id 38571 HPPC RS07230 WP 000751640.1 SSEYKEWVKNHVRFKEGVCMALEIEEQPRAKSTPLSIENSRVVCVKKGNYLFNEV 480
NTDB id 1207 C694 RS07860 WP 000749005.1 SSEYKEWVKNHVRFKEGVCMALEIEEQPRAKSTPLSIENSRVVCVKKGNYLFNEV 479
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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