logo

NTDB id 374 SMU RS06885 WP 002262930.1

NTDB id 385545 F1C79 RS26735 WP 015475142.1
NTDB id 1047 HON27 RS03110 WP 000389061.1
consensus

logo

NTDB id 374 SMU RS06885 WP 002262930.1

NTDB id 385545 F1C79 RS26735 WP 015475142.1
NTDB id 1047 HON27 RS03110 WP 000389061.1
consensus

logo

NTDB id 374 SMU RS06885 WP 002262930.1

NTDB id 385545 F1C79 RS26735 WP 015475142.1
NTDB id 1047 HON27 RS03110 WP 000389061.1
consensus

logo

NTDB id 374 SMU RS06885 WP 002262930.1

NTDB id 385545 F1C79 RS26735 WP 015475142.1
NTDB id 1047 HON27 RS03110 WP 000389061.1
consensus

e WA VDDA GRTARTL o ) EEAL sk g OLURYDL R Ak

...... WIGK 18 DDIAKIZ IEANESINLI\K EGNMDIN I TAIFDGIIEAL SKREIRNPD Iy D MMPIALDGIN VFNEY 14N -
MEQHSDGLKVMVIDDSKTIRRTAETLLKKMGCDVITA DGF AL KIA THPHIIFVDIMMPRLDGYQTCALIKNNSA K
MEDINEANLKVMVIDDSKTIRRTAETLL[ EGC VITA DGFEALSKIAEBINPDI FVDIMMPRLDGYQTCALIKNSINN [®)
* % *

k Dkokokok D bk Dok Dokoskoskoskoskokok b skok Dokoskosk DD Do D Dokok D Dok Dk ok Dokokoskoskosk Dok Dok Dok D1 D skoskoskoskokokokokokok

i \.SiKDsI;FDW i iD@MK FShEH.\.T\M&H\L/aEENYEE YAEENASGIPE| | 1CDLQI LPDAFVA

HEBZERRUA RSN S EInIV I (¢ L ENe M NN AT N RIANNAR MIA R R TENIASINVAEENASGIPEIIIGDLQILPDAFVA
HV IYHS
H
| % *

RPiPVIMLSSKDGLFDKAKGR VGSDMYLTKPFSK ELL ATIKpHV|Z)Ney Els
Iy PVIMLSSKDGLFD[NJAKGR VGSD YLTKPFESK EL LA T JH VS e
..... * ok

KKRGCTEVEL THREFELLHHLATHTCQV TREHLLETVWCYDYFCDVRTVDVTVRRLREK I EDTPSRPEY | LTRRCVEYY
KKRGTEVELTHREFELLHHLATHTGQVMTREHLLETVWGYDYFGDVRTVDVTVRRLREKTEDTPSRPEYILTRRGVGYYM

KSYD

KSYD 235
135
127

X non conserved
B similar
i >507% conserved

151
135
127

231
135
127



