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NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPGKKITINMAPADLRKEGSA 78
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 385538 F1C79 RS23165 WP 151188710.1 MSLAIVHSRAQVGVEAPGVTVEAHLANGLPSLTLVGLPEGAVKESKDRVRSALLNSGFDFPNRRITLNLAPADLPKDGGR 80
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPAKRITVNLAPADLPKEGGR 80
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPAKRITVNLAPADLPKEGGR 80
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPAKRITVNLAPADLPKEGGR 80
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPARRITINLAPADLPKEGGR 80
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LVI LIVAPQHNKESAQNTGAERADNQEVAAS ILATVNSGGKNVDHTELQENRTKQHTVFKYACFGSTVAEGSNQ
NTDB id 1323 RA0C RS07335 WP 004916218.1 YDLSIALGILAASGQII.APEIERYLIMGELSLDGGLQPIKGVLPIAIRAREEGFKGIILPKQNTREAAIVNDLEVYGVE 157
NTDB id 1271 LPP RS03220 WP 011213198.1 FDLPIALGILAASEQIP.LTNLANHEFIGELALSGELRGVSAIIPAVLAAHKDN.QHLIIANANAAEASLTGHQKVFTAN 158
NTDB id 1248 GCO85 RS03150 WP 011213198.1 FDLPIALGILAASEQIP.LTNLANHEFIGELALSGELRGVSAIIPAVLAAHKDN.QHLIIANANAAEASLTGHQKVFTAN 158
NTDB id 385538 F1C79 RS23165 WP 151188710.1 FDLAIALGILAASGQLADAAGLDGLECLGELALSGTLRPVPGVLPAALAARAAG.RALVVPKENAEEASLASGLTVYAVG 159
NTDB id 1153 A1552VC RS00115 WP 000521788.1 FDLPIALGILAASDQIA.RNKLESYEFIGELALSGEIRGVKGVLPAALAANQVE.RCLVVPHSNGDQAALVGVERHKSAQ 158
NTDB id 1397 DSB67 RS15690 WP 005535577.1 FDLPIALGILAASEQIA.TDKLKNYEFVGELALSGGLRTVKGVLPAALAANKKQ.RHLVVPHANGDQAALVGKEQHKSAQ 158
NTDB id 1349 HI 1117 AAC22771.1 FDLPIAIGILAASDQLD.ASHLKQFEFVAELALTGQLRGVHGVIPAILAAQKSK.RELIIAKQNANEASLVSDQNTYFAQ 158
NTDB id 1387 A4U84 RS06900 WP 020457569.1 FDLPIAIGILAASGQID.SDKLKRIELLGELSLTGHLRGVHGAIPAVLAASKAK.REIIVPQQNANEVSLVSNTQTYCAS 158
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NTDB id 1323 RA0C RS07335 WP 004916218.1 NIKEVIDFFNENCPLEPTKVNTREEFHKRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNIILIGPPGSGKTMLAKRIPSI 237
NTDB id 1271 LPP RS03220 WP 011213198.1 NLREVCDYLCQGTSLQSLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMMAKRFSTL 234
NTDB id 1248 GCO85 RS03150 WP 011213198.1 NLREVCDYLCQGTSLQSLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMMAKRFSTL 234
NTDB id 385538 F1C79 RS23165 WP 151188710.1 HLLELAAHFSGQERLRPYEANGLM....RVTPPYPDLSEVQGQAAAKRALLVAAAGAHNLLFSGPPGTGKTLLASRLPGL 235
NTDB id 1153 A1552VC RS00115 WP 000521788.1 SLLEVCADLCGQQTLSLFQSSPSV....QQVSQTRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTMLASRLCDL 234
NTDB id 1397 DSB67 RS15690 WP 005535577.1 SLLEVCAELCGQHQLNLYQTPKKK....ELKAHGRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTMLASRLCDL 234
NTDB id 1349 HI 1117 AAC22771.1 TLLDVVQFLNGQEKLPLATEIVKESAVNFSGKNTLDLTDIIGQQHAKRALTIAAAGQHNLLFLGPPGTGKTMLASRLTGL 238
NTDB id 1387 A4U84 RS06900 WP 020457569.1 TLLQVVNFLNNRDQLPIAQQLSQNIAEN.RPLVSRDLTDIIGQQHAKRALIIAASGQHNLLFLGPPGTGKTMLASRLADL 237
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NTDB id 1323 RA0C RS07335 WP 004916218.1 LPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGSYPQPGEISLAHNGVLFLDEMPEFKRTVLE 317
NTDB id 1271 LPP RS03220 WP 011213198.1 LPELSETQALECAAINSIRGKLPDFR.EWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDELPEFNRQVLE 313
NTDB id 1248 GCO85 RS03150 WP 011213198.1 LPELSETQALECAAINSIRGKLPDFR.EWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDELPEFNRQVLE 313
NTDB id 385538 F1C79 RS23165 WP 151188710.1 MPPLDEDEALQVAAIHSVAG.RGPLT.HWPQRPFRQPHHTASAPALVGGGSRPQPGEITLAHEGVLFLDELPEFDRKVLE 313
NTDB id 1153 A1552VC RS00115 WP 000521788.1 LPEMSDEEAMETASIASLTQQEINQH.NWKLRPFRAPHHSSSMAALVGGGTIPRPGEISLAHNGLLFLDEMPEFERKVLD 313
NTDB id 1397 DSB67 RS15690 WP 005535577.1 LPEMSDEEAMETASVASLTQSEINEH.NWKTRPFRAPHHSSSMAALVGGGSVPRPGEISLAHNGLLFLDEMPEFDRKVLD 313
NTDB id 1349 HI 1117 AAC22771.1 LPEMTDLEAIETASVTSLVQNELNFH.NWKQRPFRAPHHSASMPALVGGGTIPKPGEISLATNGVLFLDELPEFERKVLD 317
NTDB id 1387 A4U84 RS06900 WP 020457569.1 LPEMEDDEAIETASVTSLVQNELNFQ.NWKKRPFRSPHHSASMVALVGGGSIPKPGEISLAHNGVLFLDELPEFERKVLD 316
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NTDB id 1323 RA0C RS07335 WP 004916218.1 VMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDPN.NTSSSFEMQRYLNKLSGPLLDRIDIHIEVQKVEF 396
NTDB id 1271 LPP RS03220 WP 011213198.1 TLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDMQVTIHALSQ 393
NTDB id 1248 GCO85 RS03150 WP 011213198.1 TLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDMQVTIHALSQ 393
NTDB id 385538 F1C79 RS23165 WP 151188710.1 VLREPLEGGEIVIARANGRVRFPARFQLVAAMNPCPCGYLGDPSGHCRCSPEQIQRYRAKLSGPLLDRIDLHLTVSREST 393
NTDB id 1153 A1552VC RS00115 WP 000521788.1 SLREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEG..SQARANPQSILRYLSRLSGPLLDRFDMSIEIPALPK 391
NTDB id 1397 DSB67 RS15690 WP 005535577.1 SLREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEG..NQARTNPQAILRYLGRLSGPLLDRFDMSLEIPALPK 391
NTDB id 1349 HI 1117 AAC22771.1 ALRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTG..THNRTSPQQIMRYLNRLSGPFLDRFDLSIEVPLLPQ 395
NTDB id 1387 A4U84 RS06900 WP 020457569.1 ALRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQG..THNRTSPQQLMRYLNRLSGPFLDRFDLSIEVPLLPQ 394
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NTDB id 1323 RA0C RS07335 WP 004916218.1 DQLSD..KRKGESSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKEIEHFCELDEVSLLLIKNAMEKLNLSARAYDRIL 474
NTDB id 1271 LPP RS03220 WP 011213198.1 EELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFLREVMSKLKLSARGYHRLL 469
NTDB id 1248 GCO85 RS03150 WP 011213198.1 EELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFLREVMSKLKLSARGYHRLL 469
NTDB id 385538 F1C79 RS23165 WP 151188710.1 SLAPSG...PSTSSAELAVQVAAARQRQLTRQG....CANAFLTLKKMHQYCALSPEDQAWLEKAGERLNLSLRALHRIL 466
NTDB id 1153 A1552VC RS00115 WP 000521788.1 GTLANG.GDRGESTAAVRQRVWVARERMLARSG....KVNALLQSREIEQYCPLLKADAEFLESALHRLGLSIRAYHRII 466
NTDB id 1397 DSB67 RS15690 WP 005535577.1 GTLSEG.GDRGEPTAIVKERVNQARDCMLARSG....KVNALLGSREIEAFCPLQKSDAEFLENALHRLGLSIRAYHRII 466
NTDB id 1349 HI 1117 AAC22771.1 GSLQNT.GDRGETSAQVREKVLKVREIQMERAG....KINAYLNSKEIERDCKLNDKDAFFLEKALNKLGLSVRAYHRIL 470
NTDB id 1387 A4U84 RS06900 WP 020457569.1 GALQNNTDQRGETTEQARKRVLEARHLQFNRRG....KINAQLTTKEIEQDCKLTDRDALFLENALTKLGLSVRAYHRIL 470
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LQSGYKRSQAGLNMHVLDHRDLFPLWQKRKQVLQTSGNAEMQANSV
NTDB id 1323 RA0C RS07335 WP 004916218.1 KVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 1271 LPP RS03220 WP 011213198.1 KVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 KVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 385538 F1C79 RS23165 WP 151188710.1 KVARTLADLQQADDIARPHLAEALQYRAGH........... 496
NTDB id 1153 A1552VC RS00115 WP 000521788.1 KVARTIADLQGEAQIARPHLAEALGYRAMDRLLKQLSAQNV 507
NTDB id 1397 DSB67 RS15690 WP 005535577.1 KVARTIADLEGSPQIERTHLAEALGYRAMDRLLKQLTAQAV 507
NTDB id 1349 HI 1117 AAC22771.1 KVSRTIADLQGEQQIFQPHLAEALGYRAMVRLLQKLSNM.. 509
NTDB id 1387 A4U84 RS06900 WP 020457569.1 KVSRTIADLAGEAQIQQPHLAEALGYRAMDRLLQRLQGES. 510
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