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NTDB id 124 BSU 16930 NP 389575.2 MEFPKKAEIIAVGSELLLGQIANTNAQFISKQLAEIGVNVFYHTAVGDNPERLKQVIRIAEERSDFIIFSGGLGPTKDDL 80
NTDB id 385457 F0T56 RS13130 WP 068650574.1 ....MKAEIIAVGTELLLGQIVNTNAQFLSVELATLGIDVYFQTVVGDNMTRLQESIQLASQRADIILLTGGIGPTQDDL 76
NTDB id 462 GPW51 RS00385 WP 012774894.1 ....MKAELIAVGTEILTGQIINTNAQFLSEKCAELGIDVYFHTAVGDNEGRLLSTLEVASKRSNMVVLCGGLGPTEDDL 76
NTDB id 412 SMU RS09535 WP 002262393.1 ....MKSEIIAVGTEILTGQIVNTNSQFLSEKFAELGIDVYFQTAVGDNEERLLSVLKIAKERSDLIVLCGGLGPTEDDL 76
NTDB id 170 SP RS09755 WP 000642718.1 ....MKAEIIAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEVRLLSLLEIASQRSSLVILTGGLGPTEDDL 76
NTDB id 280 KZH43 RS08670 WP 000642700.1 ....MKAEIIAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEVRLLSLLEIASQRSSLVILTGGLGATEDDL 76
NTDB id 205 SPR RS08830 WP 000642700.1 ....MKAEIIAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEVRLLSLLEIASQRSSLVILTGGLGATEDDL 76
NTDB id 239 SPD RS09270 WP 000642701.1 ....MKAEIIAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEVRLLSLLEIASQRSSLVILTGGLGATEDDL 76
NTDB id 510 SM12261 RS08320 WP 000642690.1 ....MKAEIIAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEARLLSLLEIASQRSSLVILTGGLGPTEDDL 76
NTDB id 538 SMSK321 RS11060 WP 000642686.1 ....MKAEIIAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEARLLSLLEIASQRSSLVILTGGLGPTEDDL 76
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NTDB id 124 BSU 16930 NP 389575.2 TKETIANTLGRPLVLNDEAFQSIEDYFKR.TKRTMSPNNRKQALVIEGSDVLANHFGMAPGMLTEHESRYYMLLPGPPSE 159
NTDB id 385457 F0T56 RS13130 WP 068650574.1 TKDALAAFLRRELHIDRLAMDHVAQFFTKRDVH.MTENNRRQALVIDGSTPLPNATGLAVGNALSHEGKYYIILPGPPKE 155
NTDB id 462 GPW51 RS00385 WP 012774894.1 TKQTLATFLGRNLVFDELAMAKLDRFFASRPGRVRTPNNERQAQIVEGSQALQNPAGLAVGGMIEQDGVTYIVLPGPPSE 156
NTDB id 412 SMU RS09535 WP 002262393.1 TKQTLAKFLKRELVFDKTAQERLDEFFASRPTSMRTPNNECQAQIIAGSQPLSNKTGLAVGGLLEADGVTYVVLPGPPSE 156
NTDB id 170 SP RS09755 WP 000642718.1 TKQTLAKFLGKALVFDPQAQEKLDIFFTLRPDYARTPNNERQAQIVEGAIPLPNETGLAVGGKLEVDGVTYVVLPGPPSE 156
NTDB id 280 KZH43 RS08670 WP 000642700.1 TKQTLAKFLGKALVFDPQAQEKLDIFFALRPDYARTPNNERQAQIVEGAIPLPNETGLAVGGKLEVDGVTYVVLPGPPSE 156
NTDB id 205 SPR RS08830 WP 000642700.1 TKQTLAKFLGKALVFDPQAQEKLDIFFALRPDYARTPNNERQAQIVEGAIPLPNETGLAVGGKLEVDGVTYVVLPGPPSE 156
NTDB id 239 SPD RS09270 WP 000642701.1 TKQTLAKFLGKALVFDPQAQEKLDIFFALRPDYARTPNNERQVQIVEGAIPLPNETGLAVGGKLEVDGVTYVVLPGPPSE 156
NTDB id 510 SM12261 RS08320 WP 000642690.1 TKQTLAKFLGKELVFDPQAQEKLDVFFAQRPDYARTPNNERQAQLVEGAIPLPNETGLAVGGILEVDGVTYVVLPGPPSE 156
NTDB id 538 SMSK321 RS11060 WP 000642686.1 TKQTLAKFLGKELVFDPQAQEKLDVFFAQRPDYARTPNNERQAQIVEGATPLPNETGLAVGGILEVDGVTYVVLPGPPSE 156
consensus !!***!**!** !*****!*******!* ********!!**!*****!***!*!**!*!*!*********!**!!!!!*!

logo

M
L
A
R
K
A
PMF

V
E
H
N
S
L
K
E
N
S
E
Q
A
L
K
LPW

Y
L
KLLSMKQHKSTALMGTDSENQSGMQESPQKI

L
H
V
YSSTRMVLKRFAFGIGESHLQLEVADTDLRVI LEHLSADI

V
L IAQDAEKNQSITNDPTI

LAPLYAAKDEVTGEVTI
V
LR I

L
T
S
A
TKHAAHTSDRSEQQKEETADEMNI

L
R
S

Q

NTDB id 124 BSU 16930 NP 389575.2 LRPMFENEAKPLLLKK.MGSNEKIVSTVLRFFGIGESQLEADLEDIIDAQTNPTIAPLAADGEVTLRLTAKHADEKETER 238
NTDB id 385457 F0T56 RS13130 WP 068650574.1 MAPMFHEQAKPWLLQHALTDEMPIYSSMLKFAGIGESLLEDRLLDLIQNQSDPTIAPYAKEGEVTVRISTKATSEQEAMI 235
NTDB id 462 GPW51 RS00385 WP 012774894.1 LKAMFSESLLPLLSQS....QQQLYSRVLRFFGIGESQLVTVLADVIDKQTDPTLAPYAKVGEVTLRLSTKATSQEEANL 232
NTDB id 412 SMU RS09535 WP 002262393.1 LKPMVNKELLPYLSKT....SEKLYSRVLRFFGIGESHLVTLLHDLIAEQTDPTIAPYAKTGEVTIRLSTKAHRQKEADS 232
NTDB id 170 SP RS09755 WP 000642718.1 LKPMVLNQLLPKLM.T....GSKLYSRVLRFFGIGESQLVTILADLIDNQIDPTLAPYAKTGEVTLRLSTKASSQEEANQ 231
NTDB id 280 KZH43 RS08670 WP 000642700.1 LKPMVLNQLLPKLM.T....GSKLYSRVLRFFGIGESQLVTILADLIDNQIDPTLAPYAKTGEVTLRLSTKASSQEEANQ 231
NTDB id 205 SPR RS08830 WP 000642700.1 LKPMVLNQLLPKLM.T....GSKLYSRVLRFFGIGESQLVTILADLIDNQIDPTLAPYAKTGEVTLRLSTKASSQEEANQ 231
NTDB id 239 SPD RS09270 WP 000642701.1 LKPMVLNQLLPKLM.T....GSKLYSRVLRFFGIGESQLVTILADLIDNQIDPTLAPYAKTGEVTLRLSTKASSQEEANQ 231
NTDB id 510 SM12261 RS08320 WP 000642690.1 LKPMVLNQLLPKLM.T....GSKLHSRVLRFFGIGESQLVTILSDLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEEANQ 231
NTDB id 538 SMSK321 RS11060 WP 000642686.1 LKPMVLNQLLPKLM.T....GSKLYSRVLRFFGIGESQLVTILSDLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEEANQ 231
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NTDB id 124 BSU 16930 NP 389575.2 LLKETEAVILER.......VGEFFYGYD.DTSLVKELSIACKEKGITISAAESFTGGLFSEWLTDHSGASKLFAGGVVCY 310
NTDB id 385457 F0T56 RS13130 WP 068650574.1 KLNALEKQIQSL.......LPEHMYASG.DIPIEKAIVDLMTDQGKTLSAAESCTGGLLMERITSVPGSATVFLGGIVCY 307
NTDB id 462 GPW51 RS00385 WP 012774894.1 RLNQLEEDILQHD.....KLADYFYAYGEDNSLVKTVATRLAEKRQTIAIVEQGTGGLLQAELSLALADQPYFSGGKVVG 307
NTDB id 412 SMU RS09535 WP 002262393.1 KLDKLEKKIITID.....NLADYFYGYGEENSLPQVVFDLLKEKGKTITAAESLTAGLFQARLADFAGASDIFKGGFITY 307
NTDB id 170 SP RS09755 WP 000642718.1 ALDILENQILDCQTFEGISLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGVSSIFKGGFVTY 311
NTDB id 280 KZH43 RS08670 WP 000642700.1 ALDILENQILDCQTFEGISLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGVSSIFEGGFVTY 311
NTDB id 205 SPR RS08830 WP 000642700.1 ALDILENQILDCQTFEGISLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGVSSIFEGGFVTY 311
NTDB id 239 SPD RS09270 WP 000642701.1 ALDILENQILDCQTFEGISLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGVSSIFEGGFVTY 311
NTDB id 510 SM12261 RS08320 WP 000642690.1 VLDILENQILGRQTFEGLSLRDLCYGYGEETSLASIVVEELKRQGKTITSAESLTAGLFQARVADFSGASSIFKGGFVTY 311
NTDB id 538 SMSK321 RS11060 WP 000642686.1 VLDILENQILGRQTFEGLSLRDLCYGYGEEASLASIVVEELKKQGKTITAAESLTAGLFQATVADFSGASSIFKGGFVTY 311
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NTDB id 124 BSU 16930 NP 389575.2 TNDVKQNVLGVKKETLDR...FGAVSKECASELAKGVQKLTGSDIGISFTGVAGPDAQEGHEPGHVFIGISANGK.EEVH 386
NTDB id 385457 F0T56 RS13130 WP 068650574.1 SNQMKEKLLNVPHDLLEGEDAPGAVSAEVAQVLAEQVRMITDTDYGLAITGVAGPAYSERKPVGLVYIAIAERDKKTEVY 387
NTDB id 462 GPW51 RS00385 WP 012774894.1 QLGIES....................GWLS.EEADCIRQELQADLGLAVSVLIKPESTEDNVLAKVYLTLATPSG.ISQK 365
NTDB id 412 SMU RS09535 WP 002262393.1 SIEEKARMLGIPFEDLQL...HGVVSAFTAEKMAERSRQLTQADLAISLTGVAGPDSLEGQPAGTVFIGLSSSKR.TMAI 383
NTDB id 170 SP RS09755 WP 000642718.1 SLEEKSRMLDIPAKNLEE...HGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQDQG.TEVI 387
NTDB id 280 KZH43 RS08670 WP 000642700.1 SLEEKSRMLDIPAKNLEE...HGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQDQG.TEVI 387
NTDB id 205 SPR RS08830 WP 000642700.1 SLEEKSRMLDIPAKNLEE...HGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQDQG.TEVI 387
NTDB id 239 SPD RS09270 WP 000642701.1 SLEEKSRMLDIPAKNLEE...HGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQDQG.TEVI 387
NTDB id 510 SM12261 RS08320 WP 000642690.1 SLEEKSKMLDIPVKDLEE...QGVVSEFTAQKMAEQARIKTQSDFGLSLTGVAGPDSLEGHPAGTVFIGLAQEQG.TEVI 387
NTDB id 538 SMSK321 RS11060 WP 000642686.1 SLEEKSKMLDIPVKDLEE...QGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPAGTVFIGLAQEHG.TKVI 387
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NTDB id 124 BSU 16930 NP 389575.2 EFHFAGSRTGIRKRGAKYGCHLILKLLEQK........ 416
NTDB id 385457 F0T56 RS13130 WP 068650574.1 ELNLIGNRETIRVRTVKSLLYRLWRIIVN......... 416
NTDB id 462 GPW51 RS00385 WP 012774894.1 EIDL.GGYSWQYLRQLA..CLQAWDFVRNTL....... 393
NTDB id 412 SMU RS09535 WP 002262393.1 KVLI.GGRSRSDVRYIA..VLHAFNLVRQTLLSHKNLV 418
NTDB id 170 SP RS09755 WP 000642718.1 KVNI.GGRSRADVRHIA..VMHAFNLVRKALLSD.... 418
NTDB id 280 KZH43 RS08670 WP 000642700.1 KVNI.GGRSRADVRHIA..VMHAFNLVRKALLSD.... 418
NTDB id 205 SPR RS08830 WP 000642700.1 KVNI.GGRSRADVRHIA..VMHAFNLVRKALLSD.... 418
NTDB id 239 SPD RS09270 WP 000642701.1 KVNI.GGRSRADVRHIA..VMHAFNLVRKALLSD.... 418
NTDB id 510 SM12261 RS08320 WP 000642690.1 KVNI.GGRSRADVRHIA..VMHAFNLVRKALLSD.... 418
NTDB id 538 SMSK321 RS11060 WP 000642686.1 KVNI.GGRSRADVRHIA..VMHAFNLVRKALLSD.... 418
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