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NTDB id 385235 F0Q02 RS21525 WP 003051858.1 MFSFFKKKPNSPDVVNTTPAAETTAAPA.SASASA..............APTR.............PASQDTPAAPAENG 52
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
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NTDB id 385235 F0Q02 RS21525 WP 003051858.1 NSSWWRKPFGGGATAKAGEDQPATQDFVAAPEPTAKPQAPNSRQSWMERLKAGLRKT....GSSIATVFTGTQIDDRLYE 128
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAKEAVAETVGEAVGQ........VQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYE 152
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NTDB id 385235 F0Q02 RS21525 WP 003051858.1 ELEDALLMADTGVKATQHLLEDLKRRVKETKTTEPAAVKALLADALTDLLRPLEKPLTIGE.HTPTVIMVAGVNGAGKTT 207
NTDB id 1118 NGFG RS11455 WP 003696286.1 ELETVLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTT 232
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NTDB id 385235 F0Q02 RS21525 WP 003051858.1 SIGKLTKHLADGEQSVLLAAADTFRAAAREQLGVWANRNTVEIISQDGGDPAAVSFDAVSAGKARKKDVVLVDTAGRLPT 287
NTDB id 1118 NGFG RS11455 WP 003696286.1 SIGKLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPT 312
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NTDB id 385235 F0Q02 RS21525 WP 003051858.1 QLHLMEELKKIKRVVSKADGTAPHEVLLVIDGNTGQNALTQVRAFDDALQLTGLIVTKLDGTAKGGVLAAIAQERPVPVY 367
NTDB id 1118 NGFG RS11455 WP 003696286.1 QLHLMEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVR 392
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NTDB id 385235 F0Q02 RS21525 WP 003051858.1 FIGVGEKIEDLETFSAREFAQALLS 392
NTDB id 1118 NGFG RS11455 WP 003696286.1 YIGVGEGIDDLRPFDARAFVDALLD 417
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X similar

X ≥ 50% conserved


