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NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPG.KKITINMAPADLRKEGS 77
NTDB id 385188 F0P97 RS01125 WP 182285299.1 MGLALVQSRALLGLQAPAVTVEVHLANGLPSFTLVGLADVEVKEARERVRAAIVNAGLEFPNNKRITVNLAPADLPKDSG 80
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPC.RKITVNLGPANLPKTGS 79
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPC.RKITVNLGPANLPKTGS 79
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPA.KRITVNLAPADLPKEGG 79
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPA.KRITVNLAPADLPKEGG 79
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPA.KRITVNLAPADLPKEGG 79
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPA.RRITINLAPADLPKEGG 79
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NTDB id 1323 RA0C RS07335 WP 004916218.1 AYDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIAIRAREEG.FKGIILPKQNTREAAIVNDLEVYGV 156
NTDB id 385188 F0P97 RS01125 WP 182285299.1 RFDLPIALGILAASGQIDAQRLADYEFAGELSLTGALRPVRGALATALALQRQQQRVRLVLPPDSALEAAFVPAIEVFGA 160
NTDB id 1271 LPP RS03220 WP 011213198.1 GFDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHKDN..QHLIIANANAAEASLTGHQKVFTA 157
NTDB id 1248 GCO85 RS03150 WP 011213198.1 GFDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHKDN..QHLIIANANAAEASLTGHQKVFTA 157
NTDB id 1153 A1552VC RS00115 WP 000521788.1 RFDLPIALGILAASDQIARNKLESYEFIGELALSGEIRGVKGVLPAALAANQVE..RCLVVPHSNGDQAALVGVERHKSA 157
NTDB id 1397 DSB67 RS15690 WP 005535577.1 RFDLPIALGILAASEQIATDKLKNYEFVGELALSGGLRTVKGVLPAALAANKKQ..RHLVVPHANGDQAALVGKEQHKSA 157
NTDB id 1349 HI 1117 AAC22771.1 RFDLPIAIGILAASDQLDASHLKQFEFVAELALTGQLRGVHGVIPAILAAQKSK..RELIIAKQNANEASLVSDQNTYFA 157
NTDB id 1387 A4U84 RS06900 WP 020457569.1 RFDLPIAIGILAASGQIDSDKLKRIELLGELSLTGHLRGVHGAIPAVLAASKAK..REIIVPQQNANEVSLVSNTQTYCA 157
consensus **!!*!!*!!!!!!*!* * *****!!*!*! **** ***** *** * * **** ** ** ** * *

logo

E
S
V
N
Q

H
S
T
N
I
L
K
R
L
Q
D
EVI

V
C
N
Q
R
A
D
D
E
Q
Y
F
F
L
I
N
C
A
E
N
Q
G
H
N
R
G
Q

C
E
H
Q
D
T

A
K
P
T
Q
S

A
L
E
N
S
Q
P
I
P
L
S
E
F
T
Y
A
L

K
T
P
Q
E
G
Q
S
T
V
P

D
I
L
N
P
S
K

G
K
S
T
V
P
Q
R
S
V
D
K

EEGFWHQRVEHKN
V
L

I
S
R
A
E
P
V

A
K
N
F
Q
R
E
L

A
Q
R
S
V
L
G
K
P
S
V
N
A
K
S
N
L
F
H
N
V
Q
Y

G
P
E
S
T

F
R
LDFWLRQTSEDVIRKIGQEMQTQHGAKNRAML ITVEVIAASCAGANQGHGSNVIL ILMLF ISLGAPPGSTGKSTMML

NTDB id 1323 RA0C RS07335 WP 004916218.1 ENIKEVIDFFNENCPLEPTKVNTREEFH......KRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNIILIGPPGSGKTML 230
NTDB id 385188 F0P97 RS01125 WP 182285299.1 VHLLDVVRQFIAHDAAPSEQGDGVEGWQRVHSRPAEASLQSLDLREVRGQMQAKRALEIAAAGAHGVLMIGPPGSGKSML 240
NTDB id 1271 LPP RS03220 WP 011213198.1 NNLREVCDYLCQGTSLQSLPPKPD......L....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMM 227
NTDB id 1248 GCO85 RS03150 WP 011213198.1 NNLREVCDYLCQGTSLQSLPPKPD......L....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMM 227
NTDB id 1153 A1552VC RS00115 WP 000521788.1 QSLLEVCADLCGQQTLSLFQSSPS......V....QQVSQTRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTML 227
NTDB id 1397 DSB67 RS15690 WP 005535577.1 QSLLEVCAELCGQHQLNLYQTPKK......K....ELKAHGRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTML 227
NTDB id 1349 HI 1117 AAC22771.1 QTLLDVVQFLNGQEKLPLATEIVK......ESAVNFSGKNTLDLTDIIGQQHAKRALTIAAAGQHNLLFLGPPGTGKTML 231
NTDB id 1387 A4U84 RS06900 WP 020457569.1 STLLQVVNFLNNRDQLPIAQQLSQ......NIAEN.RPLVSRDLTDIIGQQHAKRALIIAASGQHNLLFLGPPGTGKTML 230
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NTDB id 1323 RA0C RS07335 WP 004916218.1 AKRIPSILPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGSYPQPGEISLAHNGVLFLDEMPE 310
NTDB id 385188 F0P97 RS01125 WP 182285299.1 AQRFAGLLPGMTDEEALEAAAIASLSGR.FT.PQLWRQRPFAAPHHTASSVALVGGGSPPRPGEISYAHCGALFLDELPE 318
NTDB id 1271 LPP RS03220 WP 011213198.1 AKRFSTLLPELSETQALECAAINSIRGKLPD.FREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDELPE 306
NTDB id 1248 GCO85 RS03150 WP 011213198.1 AKRFSTLLPELSETQALECAAINSIRGKLPD.FREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDELPE 306
NTDB id 1153 A1552VC RS00115 WP 000521788.1 ASRLCDLLPEMSDEEAMETASIASLTQQEIN.QHNWKLRPFRAPHHSSSMAALVGGGTIPRPGEISLAHNGLLFLDEMPE 306
NTDB id 1397 DSB67 RS15690 WP 005535577.1 ASRLCDLLPEMSDEEAMETASVASLTQSEIN.EHNWKTRPFRAPHHSSSMAALVGGGSVPRPGEISLAHNGLLFLDEMPE 306
NTDB id 1349 HI 1117 AAC22771.1 ASRLTGLLPEMTDLEAIETASVTSLVQNELN.FHNWKQRPFRAPHHSASMPALVGGGTIPKPGEISLATNGVLFLDELPE 310
NTDB id 1387 A4U84 RS06900 WP 020457569.1 ASRLADLLPEMEDDEAIETASVTSLVQNELN.FQNWKKRPFRSPHHSASMVALVGGGSIPKPGEISLAHNGVLFLDELPE 309
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NTDB id 1323 RA0C RS07335 WP 004916218.1 FKRTVLEVMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDPNNT.SSSFEMQRYLNKLSGPLLDRIDIHI 389
NTDB id 385188 F0P97 RS01125 WP 182285299.1 FARSALEALREPLETGRITIVRAVQRAEFPARFQLVAAMNPCPCGYWGSRVRACRCSPDQVARYQARISGPLLDRIDLHV 398
NTDB id 1271 LPP RS03220 WP 011213198.1 FNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDMQV 386
NTDB id 1248 GCO85 RS03150 WP 011213198.1 FNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDMQV 386
NTDB id 1153 A1552VC RS00115 WP 000521788.1 FERKVLDSLREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEGSQAR..ANPQSILRYLSRLSGPLLDRFDMSI 384
NTDB id 1397 DSB67 RS15690 WP 005535577.1 FDRKVLDSLREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEGNQAR..TNPQAILRYLGRLSGPLLDRFDMSL 384
NTDB id 1349 HI 1117 AAC22771.1 FERKVLDALRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTGTHNR..TSPQQIMRYLNRLSGPFLDRFDLSI 388
NTDB id 1387 A4U84 RS06900 WP 020457569.1 FERKVLDALRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQGTHNR..TSPQQLMRYLNRLSGPFLDRFDLSI 387
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LS IVA
NTDB id 1323 RA0C RS07335 WP 004916218.1 EVQKVEFDQLSDK..RKGESSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKEIEHFCELDEVSLLLIKNAMEKLNLSA 467
NTDB id 385188 F0P97 RS01125 WP 182285299.1 EVAALSPEELLAA..PEGESSAAVQQRVSAARDKALLRQG....LPNHQLQGVQLDTHLQLEPEALTFAHKAAARLGWSA 472
NTDB id 1271 LPP RS03220 WP 011213198.1 TIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFLREVMSKLKLSA 462
NTDB id 1248 GCO85 RS03150 WP 011213198.1 TIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFLREVMSKLKLSA 462
NTDB id 1153 A1552VC RS00115 WP 000521788.1 EIPALPKGTLANG.GDRGESTAAVRQRVWVARERMLARSG....KVNALLQSREIEQYCPLLKADAEFLESALHRLGLSI 459
NTDB id 1397 DSB67 RS15690 WP 005535577.1 EIPALPKGTLSEG.GDRGEPTAIVKERVNQARDCMLARSG....KVNALLGSREIEAFCPLQKSDAEFLENALHRLGLSI 459
NTDB id 1349 HI 1117 AAC22771.1 EVPLLPQGSLQNT.GDRGETSAQVREKVLKVREIQMERAG....KINAYLNSKEIERDCKLNDKDAFFLEKALNKLGLSV 463
NTDB id 1387 A4U84 RS06900 WP 020457569.1 EVPLLPQGALQNNTDQRGETTEQARKRVLEARHLQFNRRG....KINAQLTTKEIEQDCKLTDRDALFLENALTKLGLSV 463
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LQSGYKRRSQAALNMVLDMHRDQLFPLWQKRKQVLQTSGNAEMQANSV
NTDB id 1323 RA0C RS07335 WP 004916218.1 RAYDRILKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 385188 F0P97 RS01125 WP 182285299.1 RGTHRALKVARTIADLADSDAITQAHLAEALQYRRALMQP........ 512
NTDB id 1271 LPP RS03220 WP 011213198.1 RGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 RGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1153 A1552VC RS00115 WP 000521788.1 RAYHRIIKVARTIADLQGEAQIARPHLAEALGYRAMDRLLKQLSAQNV 507
NTDB id 1397 DSB67 RS15690 WP 005535577.1 RAYHRIIKVARTIADLEGSPQIERTHLAEALGYRAMDRLLKQLTAQAV 507
NTDB id 1349 HI 1117 AAC22771.1 RAYHRILKVSRTIADLQGEQQIFQPHLAEALGYRAMVRLLQKLSNM.. 509
NTDB id 1387 A4U84 RS06900 WP 020457569.1 RAYHRILKVSRTIADLAGEAQIQQPHLAEALGYRAMDRLLQRLQGES. 510
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