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NTDB id 385128 EVS87 RS15175 WP 135009734.1 MQKFYSKLTVILMILSFIYVIYISYINVFNIFVGAVVSVNDNDQLEIVDVVDFTDSYYAGVRKGDIILEVNGNKEPTEEV 80
NTDB id 91 BSU 31690 NP 391047.2 MKNLIKKFTIAVIVLSILYISYTTYISMNGIIIGTKIHKNDKSQFMIEEISESSYGQFVGLRQGDIILKINKEKPSDKHL 80
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NTDB id 385128 EVS87 RS15175 WP 135009734.1 RRGYLANVKSLVVDRHGDEIVIKNVRLLS...QENLFIYLIPVIFYSICLFCIFMILKINKSRKKESAYILALFLLAVAV 157
NTDB id 91 BSU 31690 NP 391047.2 KWGYLSHINSLDILRSGKKIHLKDFDLVTLNRPYSFFLFVLPLFFYFLSIICIFYILKVNKKRRSFAAYILILLLLDISI 160
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NTDB id 385128 EVS87 RS15175 WP 135009734.1 AYVSSGGSGKGEYISGFIVITTMTCVPPLYMHFMYQYLKELGTKIISVRVLLSLYAVPFINLVLEIYFKNM.....VLAA 232
NTDB id 91 BSU 31690 NP 391047.2 AYISAGGPFRGHIINRYINLFTFISSPILYLQFIQRYLGEIGKTFLNRI..SFLYIIPIFNLGIEFFQDYLQVDIDFLAT 238
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NTDB id 385128 EVS87 RS15175 WP 135009734.1 FNLLSFFILAFITIIITFRSAKRWKGTEIGNVLSAFGLVLITSFSPFMLFFIIPYFFHKYFISPY.ILASFALLIPFFLV 311
NTDB id 91 BSU 31690 NP 391047.2 LNLVSFATLTLFSFSAIYLHLNKYKYAEHSFILKLLILTNTLSFAPFLIFFVLPIIFTGNYIFPALASASLLVLIPFGLV 318
consensus !!*!! ! * * * **! !* *! ! !! !!**!!**! !* *! ! * !! *!!!! !!

logo YQFMVASNKLMF
Y
D
N
I
V
D
EFFI LMGR I

M
K
RYYASLLAI

M
I
TPTI

L
L
V
I
VVGIAI FLDVFLFIDQKVMPDSAINQFMNYPTLVKRFQTI

V
F
I
F
T
F
Y
I
V
L
VMF

L
A
TVFYFKE I

V
I
MDFKRFRLKRFSE

NTDB id 385128 EVS87 RS15175 WP 135009734.1 YQFMSNKLYNVDFFMGRIKYYSLLAITPTIVVVIIFDFIQKPSANFYTLKFTIITYILMLTVFYFKEIIDFRFRLKRFSE 391
NTDB id 91 BSU 31690 NP 391047.2 YQFVANKMFDIEFILGRMRYYALLAMIPTLLIVGALVLFDVMDIQMNPVRQTVFFFVVMFAVFYFKEVMDFKFRLKRFSE 398
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NTDB id 385128 EVS87 RS15175 WP 135009734.1 KHNYQDSVFKFTQLIRDASSLHQVLYHLKYTILEVLVVNKAFVLEVKADGQIEEIDEQTEDSNLWKKYVDQFHDLLGEVG 471
NTDB id 91 BSU 31690 NP 391047.2 KFNYQDSIFKYTQLMRGVTSLQQVFKELKNTILDVLLVSKAYTFEVTPDHKVIFLDK.HEVGPDWNFYQEEFENVTSEIG 477
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NTDB id 385128 EVS87 RS15175 WP 135009734.1 KIIELNKGFMIKIGERGGHSFVICCLSNLRTPKLTRDEISWLKTLAFYTSVSLENVVKIEELMEHLEDLKQREANPAWLK 551
NTDB id 91 BSU 31690 NP 391047.2 KIIEVNQGFLMKVGERGGSSYVLLCLSNINTPRLTRDEISWLKTLSFYTSVSMENVLHIEELMEHLKDLKQEGTNPIWLK 557
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NTDB id 385128 EVS87 RS15175 WP 135009734.1 KVMFAMEEKQRSDLARDLHDSVLQDLISLKRQSEMFLTNFQN..NQCPTSIENSLISWNEQMSKVIQTTRETCHELRPQL 629
NTDB id 91 BSU 31690 NP 391047.2 KLMFAIEEKQRSGLARDLHDSVLQDLISLKRQCELFLGDFKKDDNPCREEVQDKLVQMNEQMSDVISMTRETCHELRPQL 637
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NTDB id 385128 EVS87 RS15175 WP 135009734.1 LYDLGLVKAISKLTSQIQEEAPFHIRLNTTRFDKELDIDIDSQLNIYRIVQELLSNALKHSKASQVLVMLICIKDQVVLH 709
NTDB id 91 BSU 31690 NP 391047.2 LYDLGLVKALSKLVAQQQERVPFHIRLNTGRFTASL..DLDSQLNLYRIIQEFLSNAVKHSQATDVLIMLISIQNKIVLH 715
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NTDB id 385128 EVS87 RS15175 WP 135009734.1 YEDDGVGFDASQLDQHTMSMGLSGIRERVKALNGKLQIHTAPEKGLKVKIEMEL 763
NTDB id 91 BSU 31690 NP 391047.2 YEDDGVGFDQEKNTEHSMSMGLSGIKERVRALDGRLRIETSEGKGFKADIEIEL 769
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