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REHNRGAY SR

209
GAPEVFNKVRQAYGSDVDVKLLWKFAGAIEGIHWKLLQEPRKRQLLESCQQR 195
GAPEVFNKVRQAYGSDVDVKLLWKFAGAIEGIHWKLLQEPRKRQLLESCQQR) 195
GAPEVFNKVRQAYGSDVDVKLLWKFAGAIEGIHWKLLQEPRKRQLLESCQQR| 195
GAPEVFNKVRQAYGSDVDVKLLWKFAGAIEGIHWKLLQEPRKRQLLESCQQR] 195
GAPEVFNKVRQAYGSDVDVKLLWKFAGAIEGIHWKLLQEPRKRQLLESCQQR) 195
GAPEVFNKVRQAYGSDVDVKLLWKFAGAIEGIHWKLLQEPRKRQLLESCQQR| 195
GIRYEVENKVRIYAYGSDVDVKLLWKFAGATI GIHWKL QEPRK QLLEWIC M. 195
GIQYEVENKVRWAYGRNDVDVKLLWKFAGAI G HWKL QEPRK QLLESRC 195
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X non conserved
B similar
> 50% conserved
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