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NTDB id 38500 BAMF RS33665 WP 013353066.1 MLLILFLLGLIFGSFFYTAACRIPLRISVISPRSSCSFCGLPLSWGELVPVVSYVLQKGRCRNCRGKLSIMYPAAECWTACLFTA 85
NTDB id 103 BSU 28070 NP 390685.2 MLSILFIFGLILGSFYYTAGCRIPLHLSIIAPRSSCPFCRRTLTPAELIPILSFLFQKGKCKSCGHRISFMYPAAELVTACLFAA 85
consensus !! !!!* !!! !!!*!!!*!!!!!**!*! !!!!!*!! *!***!!*!**!** !!!*!* ! ***! !!!!!!* !!!!! !
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NTDB id 38500 BAMF RS33665 WP 013353066.1 AGIHFGFSRELLVALLFLSLLMIVTVTDLQYMLIPDKVLLFFLPLLIVGRIFSPLDSWYAGFAGAVCGFFLLIFIMFVSKGGIGA 170
NTDB id 103 BSU 28070 NP 390685.2 AGIRFGISLELFPAVVFISLLIIVAVTDIHFMLIPNRILIFFLPFLAAARLISPLDSWYAGLLGAAAGFLFLAVIAAITHGGVGG 170
consensus !!!*!! ! !! *!**!*!!!*!! !!!***!!!! **!*!!!! ! *!* !!!!!!!!! !! *!! ! ! ***!!*!*
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NTDB id 38500 BAMF RS33665 WP 013353066.1 GDVKLFGVIGLALGVKLVLIAFFLSVIIGAVYGMCAAAGGRLGKKQPFPFAPAIAAGSAVSYLYGEELFSFYIKLASGGA 250
NTDB id 103 BSU 28070 NP 390685.2 GDIKLFAVIGFVLGVKMLAAAFFFSVLIGALYGAAAVLTGRLAKRQPLPFAPAIAAGSILAYLYGDSIISFYIKMALG.. 248
consensus !!*!!!*!!! !!!!** !!! !!*!!!*!! *! !!!*!*!! !!!!!!!!!! * !!!!* * !!!!!*! !**
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