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NTDB id 38497 BAMF RS33400 WP 013353018.1 ....MDQLKIEEQPYVKGVIHTVIYHNDTNLYTVLKVKVAETSEAIEDKVVSVTGYFPLLQEDETYTFYGKTATHPKFGLQFQAE 81
NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGLQFQAE 85
consensus *****!!!!*!! !!*!! **!!!!!!!!!!!!!!!!!! !!!!!!!!! !!!!!!!! !!!*!!!!!!!! !!!!!!!!!!!!

logo HFKKE IPTTKEGI IHQYLSSDLFEGIGKKTAEE IVKKLGDGSAI
LNKI LADASVLYDVPKRLMSKKKADKTLAGAELQRHQGLEQIMI SLNQ

NTDB id 38497 BAMF RS33400 WP 013353018.1 HFKKEIPTTKEGIIHYLSSDLFEGIGKKTAEEIVKKLGDGALNKILADASVLYDVPKMSKKKADKLAGELQRHQGLEQIMISLNQ 166
NTDB id 355 BSU 27480 NP 390625.1 HFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQGLEQIMISLNQ 170
consensus !!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!! !*!!!!!!!!!!!!!!**!!!!!! !!! !!!!!!!!!!!!!!!!

logo

F
YGFGPQLSMKIYQAYESTETLEKIQENPYQLVKDVEGIGFGVKADELGESKRMGLSGNHPER I

VKAAI LYTI
LESTTCLSEGHTYIDETEKQL I

NTDB id 38497 BAMF RS33400 WP 013353018.1 YGFGPQLSMKIYQAYETETLEKIQENPYQLVKDVEGIGFVKADELGEKMGLSGNHPERIKAAILYTIESTCLSEGHTYIDTKQLI 251
NTDB id 355 BSU 27480 NP 390625.1 FGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETTCLSEGHTYIETEQLI 255
consensus *!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!! !!!!!! *!!!!!!!!!!*!!!!!!!*!*!!!!!!!!!!*! !!!

logo IDNTQSTLLNQSADREGGQRI
VTEMDAADNAGI IALGENSKDIV I EDGDGRCYFPSLFYAEQNVAKRVKLDHIAASQTEYAEDNQFPESEFLLALGELEE

NTDB id 38497 BAMF RS33400 WP 013353018.1 INTQTLLNQSAD.GGRVTEMDAADGIIALGESKDIVIEGDRCYFPSLFYAEQNVAKRVLDIAAQTEYADQFPESEFLLALGELEE 335
NTDB id 355 BSU 27480 NP 390625.1 IDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQTEYENQFPESEFLLALGELEE 340
consensus ! !!*!!!!!! *! !*!!!!!! *!!!!!! !!!!!! !!!!!!!!!!!!!!!!!! *!! !!!! !!!!!!!!!!!!!!!!

logo RMDKVQYAPSQKDEAIQKALSSPMLLLTGGPGTGKTTVIKRGIVELYGSELHGVSLDPGSADYKKDEAFP I
V
L
VLAAPTGRAAKRMSESTGLP

NTDB id 38497 BAMF RS33400 WP 013353018.1 RMKVQYAPSQKDAIQKALSSPMLLLTGGPGTGKTTVIKGIVELYSELHGVSLDPGDYKKDEAFPVLLAAPTGRAAKRMSESTGLP 420
NTDB id 355 BSU 27480 NP 390625.1 RMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKDEAFPIVLAAPTGRAAKRMSESTGLP 425
consensus !! !!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!!!!!!!! !!!!!!!!**!!!!!!!!!!!!!!!!!!!

logo AVTIHRLLGWNGAEGFTHYNTEDQP I EGKL IL I IDEASMLDIWLANSHLFKAI
LPDKHIQI

L I IVVGDEDQLPSVGPGQVLRDLLASEQVI
LPTV

NTDB id 38497 BAMF RS33400 WP 013353018.1 AVTIHRLLGWNGAEGFTYNEDQPIEGKLIIIDEASMLDIWLASHLFKALPKHIQLIVVGDEDQLPSVGPGQVLRDLLASEVLPTV 505
NTDB id 355 BSU 27480 NP 390625.1 AVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQIIIVGDEDQLPSVGPGQVLRDLLASQVIPTV 510
consensus !!!!!!!!!!!!!!!!!* !!!!!!!!!*!!!!!!!!!!!!! !!!!!*! !!!*!*!!!!!!!!!!!!!!!!!!!!!! !*!!!

logo RLTDIYRQAEGSS IVELAHDQMKKNGLLPKNGNLTAPTKDRSF IRCGNGSASQIKEVVDEKQVVASNALKKGYTASKRDIQVLAPMYRGKAGINELN
NTDB id 38497 BAMF RS33400 WP 013353018.1 RLTDIYRQAEGSSIVELAHDMKKGLLPKGLTAPTKDRSFIRCNSAQIKEVVDQVVSNALKKGYTSRDIQVLAPMYRGKAGINELN 590
NTDB id 355 BSU 27480 NP 390625.1 RLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKEVVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELN 595
consensus !!!!!!!!!!!!!!!!!!! !! !!!! !!!!!!!!!!!!! !!!!!!* !! !!!!!!!! *!!!!!!!!!!!!!!!!!!!



logo

M
V
L
MLQDI LMNPPKEKRRELKFGDVVYRTGDKI LQLVNQPENNVFNGDIGE ITVS I FYAKENTEKEDMAVVVSFDGNE I

MTFTKKDFNSQFT
NTDB id 38497 BAMF RS33400 WP 013353018.1 MLLQDIMNPPKEKRRELKFGDVVYRTGDKILQLVNQPENNVFNGDIGEIVSIFYAKENTEKEDMVVVSFDGNEITFTKKDFSQFT 675
NTDB id 355 BSU 27480 NP 390625.1 VMLQDILNPPKEKRRELKFGDVVYRTGDKILQLVNQPENNVFNGDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFT 680
consensus **!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!! !!!!!!!!*!!!!!!! !!!

logo HAYCCS IHKSQGSEFP IVVLPVVKGYYRMLRRNLLYTAITRAKKFL I LCGEEEALEWGVKNNDATVRQTSLKNRLSTEVQTVEEMDAE
NTDB id 38497 BAMF RS33400 WP 013353018.1 HAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLTEQTEEMDAE 760
NTDB id 355 BSU 27480 NP 390625.1 HAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAE 765
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!* ! !!!!!!

logo LAEALQKELPFSVHYDANIGMEGITPFDFMEKEEKAQQ
NTDB id 38497 BAMF RS33400 WP 013353018.1 LAALQKELPFSVYDANIGMEGITPFDFMEEKA. 792
NTDB id 355 BSU 27480 NP 390625.1 LEALQKELPFSVHDANIGMEGITPFDFMKEEQQ 798
consensus ! !!!!!!!!!!*!!!!!!!!!!!!!!! ! *
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