logo

NTDB id 38497 BAMF RS33400 WP 013353018.
NTDB id 355 BSU 27480 NP 390625.1
consensus

logo

NTDB id 38497 BAMF RS33400 WP 013353018.
NTDB id 355 BSU 27480 NP 390625.1
consensus

logo

NTDB id 38497 BAMF RS33400 WP 013353018.
NTDB id 355 BSU 27480 NP 390625.1
consensus

logo

NTDB id 38497 BAMF RS33400 WP 013353018.
NTDB id 355 BSU 27480 NP 390625.1
consensus

logo

NTDB id 38497 BAMF RS33400 WP 013353018.
NTDB id 355 BSU 27480 NP 390625.1
consensus

logo

NTDB id 38497 BAMF RS33400 WP 013353018.
NTDB id 355 BSU 27480 NP 390625.1
consensus

logo

NTDB id 38497 BAMF RS33400 WP 013353018.
NTDB id 355 BSU 27480 NP 390625.1
consensus

o JUEEE PV T VA A AT e A R

B DOLK EENPY KGW BITVIYHNDTNLYTVLKVKVEBETSEAIEDKVSVTGYFPIMLQE ETYTFYGKWWATHPKFGLQFQAE
MQQHIEDQLK EE|MPY KGW TVIYHNDTNLYTVLKVKVINETSEATIEDKEWSVTGYFPRILQE ETYTFYGKERYTHPKFGLQFQAE

dkkkk DL LIkl Lhok bl sk DLUDLED Lt Dt Fr bt Ptk bttt

A T 0 U

HEKKEIPTTKEGIIIYLSSDLFEGIGKKTAEEIVKKLGD®A NKILADASVLYDVP SKKKADLQRHQGLEQIMISLNQ
LAG

HFKKEIPTTKEGII YLSSDLFEGIGKKTAEEIVKKLGDEJA NKILADASVLYDVP SKKKADgN MLORHQGLEQIMISLNQ
P et

AL KBIEETE O LD e S ERRALTET LTVl

GFGPQLSMKIYQAYE ETLEKIQENPYQLVKDVEGIGF|JKADELGI® MGLSGNHPER KAAILYT E TCLSEGHTYI TI4QLI
GFGPQLSMKIYQAYE ETLEKIQENPYQLVKDVEGIGFEKADELGE MGLSGNHPER KAAILYT E TCLSEGHTYI TjQLTI
kDL sk L brrrrt s b bbb sk bbbkl Lkl 111

LA T O AL o 1 A R LA

INTQ LLNQSAPJGER TEMDAAPW ITALGENKDIVIEMMRCYFPSLEFYAEQNVAKRV|M IMOTEYEIWQOFPESEFLLALGELEE
INTQ LLNQSABMEG[NR TEMDAARN ITALGEWNKDIVIEPIERCYFPSLFYAEQNVAKRVIGITIANQTEYIMQOFPESEFLLALGELEE
Dol LI kb kDL kb L I T I

LI AR LSS LT AT L LD O TR

RMIGVQYAPSQK AIQKALSSPMLLLTGGPGTGKTTVI GIVELYSELHGVSLDP@EWNYKKDEAFP LAAPTGRAAKRMSESTGLP)
RMVQYAPSQK AIQKALSSPMLLLTGGPGTGKTTVI GIVELYE®ELHGVSLDPREAYKKDEAFP LAAPTGRAAKRMSESTGLP

| O O o O O e e O e T A O Pt xxttrrrrrrrrrrrrrrrnld

L A8 A A LD

AVTIHRLLGWNGAEGFT WEDQPIEGKL IIDEASMLDIWLASHLFKA PIMHIQ I VGDEDQLPSVGPGQVLRDLLASIAV PTYV|
AVTIHRLLGWNGAEGFT|sM§EDQPIEGKL IIDEASMLDIWLAWHLFKA PWHIQ I VGDEDQLPSVGPGQVLRDLLAS@V PTYV|

PEUL Ltttk DU bk L il E b skl DUk bk b EE DLt Tkl

S A

RLTDIYRQAEGSSIVELAHNMKINGLLPIQEL. TAPTKDRSFIRCRBEIQIKEVV [WMVVRINALKKGYTE DIQVLAPMYRGKAGINELN
RLTDIYRQAEGSSIVELAHNMKINGLLPWLTAPTKDRSFIRCIHESQIKEVV |SVVEINALKKGYTE\ DIQVLAPMYRGKAGINELN
I I PUU sk L0 DR REEE bbbl

81
85

166
170

251
255

335
340

420
425

505
510

590
595



logo

NTDB id 38497 BAMF RS33400 WP 013353018.1
NTDB id 355 BSU 27480 NP 390625.1
consensus

logo

NTDB id 38497 BAMF RS33400 WP 013353018.1
NTDB id 355 BSU 27480 NP 390625.1
consensus

logo

NTDB id 38497 BAMF RS33400 WP 013353018.1
NTDB id 355 BSU 27480 NP 390625.1
consensus

D1 AL DR CLIEENNRY D1 PAAETERED S TR

LQDI NPPKEKRRELKFGDVVYRTGDKILQLVNQPENNVENGDIGEI|SIFYAKENTEKEDMVVSFDGNE TFTKKDFBQFT
LQDI NPPKEKRRELKFGDVVYRTGDKILQLVNQPENNVENGDIGEIWSIFYAKENTEKEDMIMVVSFDGNE TFTKKDFRIQFT
]

" e

HAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRL EBTEEMDAE

AN AEE YR ARLLTARAREL ek AR LR

rrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrr etttk ot

AL BV £ e

LINALQKELPFSV DANIGMEGITPFDFMBIELSN
LI3ALQKELPFSVEDANIGMEGITPFDFMUEIANQ)
! rox

792
798

K non conserved
B similar
> 507 conserved

675
680

760
765



